
logo

MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK

NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................................................................ 0
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................................................................ 0
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................................................................................ 0
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................................................................ 0
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................................................................ 0
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................................................................ 0
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................................................................ 0
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................................................................ 0
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................................................................ 0
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................................................................ 0
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................................................................ 0
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................................................................ 0
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................................................................ 0
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................................................................ 0
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................................................................ 0
NTDB id 35418 ADEG RS08705 WP 015739693.1 ................................................................................ 0
NTDB id 1307 DR RS10055 WP 010888596.1 ................................................................................ 0
consensus

logo

VLYGVDSVDPEVAP IATQQMAEL IGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNR I LRVKGFELRR

NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................................................................ 0
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................................................................ 0
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ................................................................................ 0
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................................................................ 0
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................................................................ 0
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................................................................ 0
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................................................................ 0
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................................................................ 0
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................................................................ 0
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................................................................ 0
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................................................................ 0
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................................................................ 0
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................................................................ 0
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................................................................ 0
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................................................................ 0
NTDB id 35418 ADEG RS08705 WP 015739693.1 ................................................................................ 0
NTDB id 1307 DR RS10055 WP 010888596.1 ................................................................................ 0
consensus



logo

LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGS IDMNLGEDKEDVDNALDSNDANQA
M
P
T
S
V
G
I
I
N
M
L
R
E
Q
D
L
M
V
F
I
E
N
A
T
Q
K
D
E
Y
I
L

NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..........................................................................MELNQY 6
NTDB id 1203 PSJM300 01605 AFN76401.1 ..........................................................................MEFEKL 6
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..........................................................................MDFNDL 6
NTDB id 1086 NMV RS00245 WP 002218487.1 ..........................................................................MQITDL 6
NTDB id 1116 NGFG RS10615 WP 003690200.1 ..........................................................................MQITDL 6
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ..........................................................................MDIAEL 6
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ..........................................................................MDIAEL 6
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ..........................................................................MDIAEL 6
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ..........................................................................MDIAEL 6
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ..........................................................................MDITEL 6
NTDB id 1202 PSJM300 01600 AFN76400.1 ..........................................................................MDITEL 6
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ..........................................................................MDITEL 6
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ..........................................................................MDITEL 6
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ..........................................................................MDITEL 6
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ..........................................................................MDITEL 6
NTDB id 35418 ADEG RS08705 WP 015739693.1 ..........................................................................MRMADL 6
NTDB id 1307 DR RS10055 WP 010888596.1 ......................................................................MTSGIDITDI 10
consensus *** **

logo

V
L
D
N
E
R
A
G
K
L
F
G
A
M
S
L
A
V
D
E
R
T
Q
K
E
L
K
Q
H
N
R
N
K
G
G
T
S
ASDI

L
I
Y
F
H
V
I
L
A
E
T
S
P
V
S
A
Q
G
A
E
K
I
L
V
M

E
S
P
TLR I

P
L
Q
R
V
S
M
L
M
Y
V
F
I
K
R
K
L
I
V
S
H
N
DG

K
V
D
E
Y
I
M
L
V
D
L
N
T
Y
R
Q
A
P
K
R
A
Q
V
L
I
D
F
S
G
N
DPALLPSQE I FAE

F
K
V
L
A
E
R
T
P
L
E
K
P
A
I
F
M
L
A
D
T
S
E

G
V
A
P
H
D
A
E
S
K
V
M
Q
E
D
I
T
V
A
L
T
G
I
R
H
E
Q
A
K
N
R

A
T
I
M
L
A
L
M
R
V
I
D
Q
H
T
F
Y
A
G
K
E
S
D
M
V
I
T
M
A
D
T
N
P
Q
E
D
M
H
Q
A
R
K
D
R

Q
I
Y
Q
R
Q
S
A
K
R

R
I
D
E
R
F
Y
I
K
R
T
Q
E
S
Q
E
E
P
T
N
F
K
G
Q
F
H
R
L
D
E
A
G
I
L
C
V
T
K
N
D
I
F
R
A
S
R
V
I
F
A
G
I
L
S
V
E

NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLP......RKITPAVV..ARFKIMADMDIAERRSPQDGKIRRI 312
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LDGMLTHKASDLYITVGAP...ILYRVDGELRAQG.........EAL.SVADVTALLHAMMDDARQAEFKQTREANFAVV 73
NTDB id 1203 PSJM300 01605 AFN76401.1 LRLMVEKGGSDLFITAGVP...PSMKVNGKILPVN.........KTPMSPEMTRETVHGVMNEQQRREFTENHECNFAIS 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNLMAKHKASDLFITAGVE...PSLKINGEITPVS.........KTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAIL 74
NTDB id 1086 NMV RS00245 WP 002218487.1 LAFGAKNKASDLHLSSGIS...PMIRVHGDMRRIN.........LPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFSFE 74
NTDB id 1116 NGFG RS10615 WP 003690200.1 LAFGAKNKASDLHLSSGIS...PMIRVHGDMRRIN.........LPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFSFE 74
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LEFSVKHNASDLHLSAGVP...PMVRIDGEVRKLG.........VPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFE 74
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LEFSVKHNASDLHLSAGVP...PMVRIDGEVRKLG.........VPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFE 74
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LAFSVKNKSSDLHISAGMP...PMIRVDGDLRKIN.........LPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFE 74
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LAFSVKNKSSDLHISAGMP...PMIRVDGDLRKIN.........LPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFE 74
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LAFSAKQGASDLHLSAGLP...PMIRVDGDVRRIN.........LPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFE 74
NTDB id 1202 PSJM300 01600 AFN76400.1 LAFSAKQGASDLHLSSGLP...PMIRVDGDVRRIN.........LPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFE 74
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LAFSVQNRASDLHLSAGIP...PMIRVDGEVRRIN.........LPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFSFE 74
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LAFSVKNGASDLHLSAGMP...PMIRVDGEVRRIN.........LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFE 74
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LAFSVKNGASDLHLSAGMP...PMIRVDGEVRRIN.........LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFE 74
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LAFSVKNGASDLHLSAGMP...PMIRVDGEVRRIN.........LPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFE 74
NTDB id 35418 ADEG RS08705 WP 015739693.1 VALAVRLGASDIHLTVGKP...PVFRINGVLYPLDDPALSQEIFARPLAPEDTLRLAQEVMTPQQYARFEQEGEIDFSFG 83
NTDB id 1307 DR RS10055 WP 010888596.1 LRLAADKGASDIILAAGLP...PQFKLSGDYDAQG.........FEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFA 78
consensus ******* *!!******** ******!****** ** * * ** **************** ** *****



logo

A
F
N
R
Y
I
L
V

D
G
Q
A
R
P
D
E
G
N
K
R
I
N
S
K
L
V
E
V
G
A
D
R
V
FRAVSNI

T
V
A
L
F
F
K
M
P
Q
Y
H
N
I
S
T

Q
A
G
S
N
R

D
E
N
Y
G
R
M
N
S
L
G
E
C
V
P
A
K
S
A
G
G
L
V
M
A
A
C
V
M
I
L
FRLIRTLIDSEPNTSNQSERVTKAIVRTPLQSTPFILMGLDFL IADQTENQEDMPLEHDKGTMALLGPKDSPEQTVI LVFAISQRKNRYEDKVMLI STCAAILMRESNDTAFRVSYESKPAYKRGMIL IMVI

LFVSVTGAPTGTSGKSTSTMLYASAVMTVLIAQGNDELHYLVRI
NTDB id 1410 SGL RS13950 WP 010873519.1 YQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAER 392
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RD..SGRFRVSAFFQRELPGAVIRRIETRIPTF......EELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYR 145
NTDB id 1203 PSJM300 01605 AFN76401.1 ARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTI......EDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYR 147
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NREKNERFRVSAFQQRDMPGMVIRRIETKIPSP......DDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHR 148
NTDB id 1086 NMV RS00245 WP 002218487.1 LPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSL......EELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYI 147
NTDB id 1116 NGFG RS10615 WP 003690200.1 LPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSL......EELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYI 147
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTL......EQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYV 147
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTL......EQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYV 147
NTDB id 1283 ACE17W RS02630 WP 010947729.1 IAN.LARFRVNAFNQSRGAAAVFRTIPSEILSM......EDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYI 147
NTDB id 1259 GCO85 RS10305 WP 010947729.1 IAN.LARFRVNAFNQSRGAAAVFRTIPSEILSM......EDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYI 147
NTDB id 1194 PAKAF RS01995 WP 003084552.1 VPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTM......EELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYL 147
NTDB id 1202 PSJM300 01600 AFN76400.1 VPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTM......EDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYL 147
NTDB id 1020 ACIAD RS04210 WP 011182164.1 VPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTL......EELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYI 147
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTM......EDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYI 147
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTM......EDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYI 147
NTDB id 1040 H0N27 RS13360 WP 000355489.1 VPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTM......EDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYI 147
NTDB id 35418 ADEG RS08705 WP 015739693.1 FPG.VARVRANIFKQRGSVALALRILSSRIPTF......QELGLPDVVAYLARRPAGLVLVTGPTGSGKSTTLAAMINLI 156
NTDB id 1307 DR RS10055 WP 010888596.1 LGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTI......AEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHI 151
consensus *** ****!****** ** ****!**** **** ****** *** ** **!*****!*!!*!!!!****** **

logo NKRTAQNSEEPSNHTHQSKRERSTKNPYVAEHKLGDNHINILSTALVI EDP I EYFALMIVLHRPSEQGPNHSAEIQNKAGNRTKQSCVILQVIVTNI

QREKLVGHLSIKQRHDTEKMDHLDGSYFDKAESNDIRAVNE I
ALSKRANSFSTAMLRQEADPDMIVIML IVGETVILMRTSDKYPQRLEVTAMIAEDGKSRAHTYLAI

V
M
L
E
A
T
F
AALETGHLCVMLFTAGT

NTDB id 1410 SGL RS13950 WP 010873519.1 NSP.EVNINTAEDPIEYALPGITQVQVIREKG...MDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTT 468
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMAT 225
NTDB id 1203 PSJM300 01605 AFN76401.1 NKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLAT 227
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFAT 228
NTDB id 1086 NMV RS00245 WP 002218487.1 NETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGT 227
NTDB id 1116 NGFG RS10615 WP 003690200.1 NETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGT 227
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGT 227
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGT 227
NTDB id 1283 ACE17W RS02630 WP 010947729.1 NSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGT 227
NTDB id 1259 GCO85 RS10305 WP 010947729.1 NSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGT 227
NTDB id 1194 PAKAF RS01995 WP 003084552.1 NNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1202 PSJM300 01600 AFN76400.1 NNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1040 H0N27 RS13360 WP 000355489.1 NENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 35418 ADEG RS08705 WP 015739693.1 NREKRLHIITLEDPIEYLHRHEKSIVNQREVGQDTKSFARALRAALREDPDVIMVGEMRDLETIATAITAAETGHLVLAT 236
NTDB id 1307 DR RS10055 WP 010888596.1 NTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGT 231
consensus ! * *!***!!!!!*** *******!!***** ** *!****!**!!*!**!!*!* !****!***!*!!!!***!



logo LHATVSNTDGNSAPTNAGEQKSATLVIAENDRLVIDLVI ENHDLMFVGVFDPEKPGADGSEDRQEHRQKANQSEDVQMEFIVFLPWRFLTMVASQDMVLASGNLEVNS ILELVRTKQSGAI
V
L
M
V
I
T
A
SQ

L
R
K
N
S
Q
TLMVILRPKDRTKKPVAHCTECR IAYHPSKEELSRFGLSASGDEVVTFYKANS

NTDB id 1410 SGL RS13950 WP 010873519.1 LHTNDAAGAIARLDEMG......VEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANS 542
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDK................................... 270
NTDB id 1203 PSJM300 01605 AFN76401.1 LHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTP................................... 272
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTH................................... 273
NTDB id 1086 NMV RS00245 WP 002218487.1 LHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTH................................... 272
NTDB id 1116 NGFG RS10615 WP 003690200.1 LHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTH................................... 272
NTDB id 1185 GTF74 RS11940 WP 000350195.1 LHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.................................... 271
NTDB id 1176 A1552VC RS01160 WP 000350195.1 LHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.................................... 271
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.................................... 271
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.................................... 271
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.................................... 271
NTDB id 1202 PSJM300 01600 AFN76400.1 LHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.................................... 271
NTDB id 1020 ACIAD RS04210 WP 011182164.1 LHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.................................... 271
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.................................... 271
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.................................... 271
NTDB id 1040 H0N27 RS13360 WP 000355489.1 LHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.................................... 271
NTDB id 35418 ADEG RS08705 WP 015739693.1 LHTVSAAETVDRIVDVFPPSQQQQIRVQLANVIEGVISQLLLPRA................................... 281
NTDB id 1307 DR RS10055 WP 010888596.1 LHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRA................................... 276
consensus !!***!*****!************** ****** ****! !***

logo

LSPDE IHLARQKGNLCQKCSGSEG
I
V
D
N

Y
K
G
N
Q
K
G
S
GRHRVGLACSVAFIVYLHEVI LMRVMLICNAGSNITEGPLRAALVI SARAEDNYL INRKRQENDGAEKLTIVFYHTADKEQRLIMI

N
T
K
Y
A
E
G
S
H
T
I
L
V
A
S

K
L
M
I
D
K
A

Q
C
R
T
A
S
G
T
V
G
Q
A
D
T
R
S
E
N
A

V
W
E
K
S
L
HGMI

V
T
QTFMLLEDMSAQCHNYASSALFLAQTYKDENSQGLFILYVDQSNVRADEHQKRDHQNGEHKYIVLTVI

NTDB id 1410 SGL RS13950 WP 010873519.1 LSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRI..KDCAVEEGMITLLAYSLNLVQEGYT 620
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ......................NGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQTFDQALYQLVVDDKI 328
NTDB id 1203 PSJM300 01605 AFN76401.1 ......................DGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQTFDQALYNLYVQGEI 330
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ......................DGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQTFDQALFDLYDHQHI 331
NTDB id 1086 NMV RS00245 WP 002218487.1 ......................DGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLI 330
NTDB id 1116 NGFG RS10615 WP 003690200.1 ......................DGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGMQTMDQSLQSLVRQGLI 330
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ......................VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQNAKQLIARGVV 329
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ......................VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQNAKQLIARGVV 329
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ......................NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNII 329
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ......................NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQTLDQHLTELVNKNII 329
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ......................IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGMQTLDMCLKGLVAKGLI 329
NTDB id 1202 PSJM300 01600 AFN76400.1 ......................VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGMQTLDSCLKGLLAKGLI 329
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ......................EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGATHGMTTLDQSLKQLLAKGII 329
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ......................NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVSRGVI 329
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ......................NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVI 329
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ......................NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQSLKGLVARGVI 329
NTDB id 35418 ADEG RS08705 WP 015739693.1 ......................DGKGRVLALEIMVATPAIRNLIREGKTHQITSHIQTGGRWGMQTMDAALASLYRQGLI 339
NTDB id 1307 DR RS10055 WP 010888596.1 ......................DGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMVTMDAYLAGLFRRHLI 334
consensus ***!****!***********!** ******* ***** !!*!*** * !* ****



logo

N
A
D
T
S
E
A
K
L
R
Y
P

A
P
D
H
E
Q

A
K
N
S
V
D
E
T

G
L
V
A
E
K
H
Q
L
R
A
H
K
L
N
S
R
T
E

S
H
V
K
R
A

T
I
A
F
I
R
E
L
Q
D
K

I
T
D
L
N
Q
S

A
P
D
S
T
E
K
L
N
P
G
N
D
K
S
E
E
A
M
N
S
L
E
L
S
R
F
A
Q
S
F
L
E
Q
M
R

M
I
L
R
K
A
T
L
A
G
S
V
K

E
G
N
S
R

D
G
K
V
E

D
S
T
A
A
N
S
D
A
G
K
L
Y

E
G
P
T

C
H
L
RDL
T

C
N
T
G
A
G
R
S
E
G
V
A
E
R
S
L
M
S
T
Q
E
G
N
P
Q

A
E
L
M
V

A
E
K
T
W

I
P
R
L
D
P
C
VPAYCYMNSTASDEKR

S

F
S
M
E
T
S
D
F
S

T
D
D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPATPAAPAAGRSEP

NTDB id 1410 SGL RS13950 WP 010873519.1 TLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS............................ 672
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SEQDALHSADSANDLRLMLKTKRGDDY....GSGSLQNVKI........DME............................ 368
NTDB id 1203 PSJM300 01605 AFN76401.1 TYEDALLHADSSNDLRLMIKLGSETDGEH.LTSVS.QGLTL........EMSDDDPGRSFR................... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SYADALKHADSPNNLRLQIKLSEEANKPL.DNRERMSEMER........KMTFDGQRRNLK................... 383
NTDB id 1086 NMV RS00245 WP 002218487.1 APEVARRRAQNSESMSF............................................................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 APEAARRRAQNSESMSF............................................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 DAQEVQSKIELDLKAF................................................................ 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 DAQEVQSKIELDLKAF................................................................ 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SKHTAHEAALN.KSLF................................................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SKHTAHEAALN.KSLF................................................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SRENAREKAKI.PENF................................................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 SRDSAKEKAKQ.PENF................................................................ 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NLPTARAVAKS.PESF................................................................ 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SPQTARTAAKQ.PESFL............................................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SPQTARTAAKQ.PESFL............................................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SPQTARTAAKQ.PESFL............................................................... 345
NTDB id 35418 ADEG RS08705 WP 015739693.1 SREELLNRARD.LELLQRL..VGV........................................................ 360
NTDB id 1307 DR RS10055 WP 010888596.1 TYDKGLERAID.PKEFARL..ANDASAGL..GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPAAPAAGRSEP 409
consensus * * * *

logo

GRAGGFGRR

NTDB id 1410 SGL RS13950 WP 010873519.1 ......... 672
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ......... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ......... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ......... 383
NTDB id 1086 NMV RS00245 WP 002218487.1 ......... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 ......... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ......... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ......... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ......... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ......... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ......... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 ......... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ......... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ......... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ......... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ......... 345
NTDB id 35418 ADEG RS08705 WP 015739693.1 ......... 360
NTDB id 1307 DR RS10055 WP 010888596.1 GRAGGFGRR 418
consensus

X non conserved

X similar

X ≥ 50% conserved


