
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER
NTDB id 35414 ADEG RS04875 WP 015738974.1 ..................................................................................... 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus *************************************************************************************

logo

VESAKEAVAETVGEAVGQVQEAVATTEEHKL
MGLWAFADRLKAQGSLAGKSVRDEKTFMATAKKS ILADGNVFLGRGRGRKQIDGEDELYEELEDTTVL I LTAGDMVGMVEPATEEY

NTDB id 35414 ADEG RS04875 WP 015738974.1 ..............................MGLFDRLKASLGKVRETFTAKIDNVLRRRKIDEELYEELEDTLILADVGVPATEE 55
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEY 170
consensus *******************************! !!! !*! !* * ! ! !*!!!!!! !! *!*!**!!!

logo LLMEKDKLVKRAGRVKSALEKGRLVEKDEGVENDELRGRALLKQEAE I
L
L
Y
D
HL ILGKEPLPEKVPLLVLPEPTKSEPPAFVI LMLAVGI

VNGATGKTTSTAIGKLAKYFYFQRAQQGKKSVLLAAAGDT
NTDB id 35414 ADEG RS04875 WP 015738974.1 LLEKLKARVKAERVEEVEDLRRLLQEEILHLLGEP.VPLLLP.PSPPAVILLVGVNGTGKTTTAGKLAYFFRQQGKKVLLAAADT 138
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 255
consensus !* ***!! * * *!! ! ! * *!* *** !!*!!** *! !!*! !*!! !!!!* !!!! *! !!! !!!!!*!!

logo FRAAAI
R
D
EQLEQAIWAGEGKRNSGNSVLTFVI

V
R
SQKTETGGSDPSAAVCVFDALVQAAKARGI

VDI
VVI

LADTAGRLHPTKQLSHLMAEE I
L
G
KKI

V
K
VRVALAQKRAE I

V
E
PGAPHE I

V
I
L

NTDB id 35414 ADEG RS04875 WP 015738974.1 FRAAAIDQLEIWAEKSGSLFVRQKEGSDPAAVVFDALQAAKARGVDVVIADTAGRLHTKSHLMAELGKIVRVAAREVEGAPHEVL 223
NTDB id 1118 NGFG RS11455 WP 003696286.1 FRAAAREQLQAWGGRNNVTVISQTT.GDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEII 339
consensus !!!!! *!! !* * * ! * !*!!!*!!!*!!!!!!!*!*!*!!!!!!! ! !!! !* !* !! * **!!!!!**

logo

L
VVLDANTI

TGQNALVNSQAVKRALFDKDEAVLTGLVTGI
L
I
V
L
VTKLDGTAKGGI

V
L
V
A
IA I

L
A
R
K
S
D
E
L
R
G
P
L
VPVKRFYIGTVGEGKIDEDLARPFDAPARAEFVDKAI

L
F
LD

NTDB id 35414 ADEG RS04875 WP 015738974.1 LVLDATTGQNALSQARLFKEVTGVTGIVLTKLDGTAKGGVVIAIRKELGLPVKFIGTGEKIEDLAPFDPAEFVKAIFD 301
NTDB id 1118 NGFG RS11455 WP 003696286.1 VVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus *!!!! !!!!* ! * ! * !*!!***!!!!!!!!!!** !* * **!!**!! !! !*!! !!!* !! !* !

X non conserved

X similar

X ≥ 50% conserved


