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NTDB id 353075 E4T55 RS14245 WP 058501753.1 MTEINLLPWRELKREQEKKWFTTMLVLGLVVAAFIVFILNYYAKSIVENQISRNQRLKDEITRLDKQIAEIKNLKQIREA 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
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NTDB id 353075 E4T55 RS14245 WP 058501753.1 LISRMLIVQNLQSTRILTVHLFDELIKVMPEGVYITQMERKEDIVTVWGYAQSNTNISELMRNIERNQWIRNPILTEIKK 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
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NTDB id 353075 E4T55 RS14245 WP 058501753.1 PTAEQKSQEIVQENEFRLSFVLKPDNKVTG 190
NTDB id 1254 GCO85 RS04840 WP 011213354.1 NVEKKQ....SPNNEFKLSFVLKPKY.... 182
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