
logo

MKSMM
R
H
K
L
M
P

L
M
N
V

M
N
K
K
N
R
S
T
M
A
K
L
S
R
V

C

Q
R
KGFSTL I ELMIVLIVAIVIG I LAAVIAVLIPAYRTQNDYTAIVRSATQRAVAMSTSEAGFILAKLNSTEAL ITAESADTAPQGSLMQAQKSALTDLSTAFLVEGTVSAQEAWYNTI

R
Y
A
Q
A
L
I
D
S
N
T
E
H
R
N
A
Q
N
G
G
H
K
S
A
D
F
T
W
L
E
L
V
P
E
N
S
A
A
G
I
L
N
V
T

A
N
V
Q
T

P
S
T
A
E
L
A
S
A
L
N
V
T
I
P
A
G
V
Y
G

NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQ.AISEGHTPSLVSSLPG 75
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 353036 E4T54 RS04560 WP 028385927.1 .........MKQKGFTLIELMIVLAIIGILAAIAVPAYRDYTVRARVMEGLNLATAAKTSVVEAAQTAGGLEAITAENIG 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus **!!*!!!!!!!*!!*!!!!!*!*!!!**!!*!******* ** ** *** ** * * *

logo

A
F
S
Y
V

I
S
T

C
F
G

I
S
VGNSVQSVEIV I

F
D
S
A
P
S
A
S
P
A
G
N
T

D
G
P
A
I
L
S
T
D
E
T
K
P

T
G
N
N
K
V
YCFKQV
A
A
K
N
S
T
I
L
P

G
T
A
G
V
I
V
T
A
C
E
G
L
T
I

I
T
V
G
E
G
T
A
S
V
P
T

D
S
V
K
A
A
P
N
TGAISQVVI INTACVIARTFTMYLDQTNPSTAGSTVGMVNPDNEKRAFINAAMNKGDGAVGKEKNTMLIAILSVTI

M
L
A
V
T
R
P
V
T
A
V
A
I
GTALPEV

W

G
S
A
P
R
S
T
L

Y
A
Q
R

E
G
P
S
A
G
T
N
S
Q
T
G
I
P
S
A
D
G
I
L
S
V
K
L
M
TWDFKRTCAGSYTAPQSTVGDKPQTG

NTDB id 1204 PSJM300 03935 AFN76865.1 FIGI........GAS.TNYCT..VTLIATATGSITCTTQN.GMPDRFNGKTITIAR.............TTDGLWDCTSD 130
NTDB id 1119 NGFG RS11465 WP 017147169.1 A........SPPTDIKGKYVK....EVEVKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFCGQP 131
NTDB id 1191 AAC28468.1 484..945( ) .....NVIFDSANGLDGKYFAPGGVTVTPDTGAINIAFDAG....ANAGKTMTITPTVI.......AASGQISTWTCAPG 138
NTDB id 353036 E4T54 RS04560 WP 028385927.1 YTFS........GATENV.KTITVA...PKTGIITIRMQPV.....AMDVELLLTPV.......ESPRGSGALTWRCSVK 127
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNV.ANLTIAGTGTVPGQITVTYTT.....AAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQ 141
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNV.AT..ATCGASSAGQIIVTMDTT....KAKGANITLTP..........TYASGAVTWKCTTT 135
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNV.QS..IAIG..ANGVITITYTA.....AAGGGTIIMTPT.........LQANGDVTWTCTGG 123
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNV.AS..IAIG..ANGVITITYTA.....AAGGGTIVMTPT.........LQANGDVTWTCTGG 123
consensus ** ** * * ! **** * * ** *** * **! !*
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NTDB id 1204 PSJM300 03935 AFN76865.1 .................LDSRYKPGKCL....... 141
NTDB id 1119 NGFG RS11465 WP 017147169.1 VTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) AAN.............GIETRRLPTSCQ*...... 153
NTDB id 353036 E4T54 RS04560 WP 028385927.1 SP...............EENRYVPQMCRVSDLNAS 147
NTDB id 1424 RS RS02795 WP 011000517.1 NKAQAASSVA.PSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ................S.DKKYVPSECRG...... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ................TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ................TLLAKYRPASCRP...... 136
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