logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 352851 E4K03 RS00650 WP 135013338.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

ARSI VDEEDhcl AR oo Frapat LT L sl

AN (VDDE|ZD (ASLIR-pTL - RMIQ INT - SAIYVIS A - ~LieNy DISCLTD /IMLPDGSGLDL V[a}Y '[NQI33:IP < TP
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSG DLVKHVSQNYRNTPI
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI

A TAY 0 AR waevam@u%AwﬁgwEHDaEuAL@MiESL o0 RIAAR

A " "TAYGSJRDINAI[NALKAGAFDF " 'KPV ' |Re LI ©L LY§A LIRSV EIXA I - NPT - GIXSIZP BENLRINI[EK - ARS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDBMTENALENKLLIGRSLPIQQLRIAIKKIARS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLOQKALNRQKVEHDIWNTENALENKLLIGRSLPIQQLRIATIKKIARS

Ol Tk

QAPV GESG GKE VARIL HINGQIRMERPE |y NCGAIP ELMESEJFGHKKGSFTGApy DKQGL|N ABGG LFLDE
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE

g 5 LA CHORY St sl ou e R AR AL LR

A LP MQVKLLRA QEKE REWGEHNQE BVDIR [¢A HIWDLEWRAVIEFAG FRQDL R RVil L)} PPLRERBIED gL

IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILEPLRERGEDVLL

IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL

01981 E1ET oL TEAAED S REL B R BT sl e ARelsprasuas

IWAER T KR A GBI TGLIZA ARG DESIE KINK N Y RS\ AA A NN E SIS YR C9/D QENQ PHDIMRILYAD AP@A S
LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS
LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS

Arasc st ML T e LN e

LGIMTFRS RYRLKKI#G D 445
IQTTVAAPQlVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473

X non conserved
B similar
>50% conserved

155
160
160

235
240
240

315
320
320

385
400
400



