
logo MIKVL IVDDHALVRMGIRRLLEDLMPSDVEDVVADAESGEQALLALYVKKTHFSPDVLVLLDMKMPGIDGWEVTRRLKKTNPANIKVIA
NTDB id 352759 E3983 RS02535 WP 135059746.1 MIKVLIVDDHALVRMGIRRLLEDLPDVEVVADAESGEQALLLVKKHFPDVLLLDMKMPGIDGWEVTRRLKKTNPAIKVIA 80
NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!**!!*!!!!!!!!!!!!**!!*!*!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo VTAMI SCTSEDPLPATR I
VLQLGAMGYLTKESGAEEMASAAIRTKVAKGKEKYLSAE IAQRKMAINSLQEPQDSPFDRLLSEREMQVMLMI

NTDB id 352759 E3983 RS02535 WP 135059746.1 VTAMSTEPLPARILQLGAMGYLTKESGAEEMASAIRTVAKGKKYLSAEIAQRMAINSLQE.QDSPFDRLSEREMQVMLMI 159
NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
consensus !!!****!!!*!*!!!!!!!!!!!!!!!!!!!*!!!*!!!!*!!!!!!!!!*!!!!!!!!*!!!!!!*!!!!!!!!!!!!

logo TSGMNVQEDIAEDRLFLSSKTINGYRYRMFDEKLEGITKNDVELTYLAMKHRI I EQHP I
NDFLQSDQEDSD

NTDB id 352759 E3983 RS02535 WP 135059746.1 TSGMNVQEIAERLFLSSKTINGYRYRMFDKLEITNDVELTYLAMKHRIIEQPIDFQDES 218
NTDB id 1278 LPP RS13600 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
NTDB id 1262 GCO85 RS13310 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
consensus !!!!!!!*!!*!!!!!!!!!!!!!!!!!*!!*!*!!!!!!!!!!!!!!!!*!*!*****
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