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M KTI INAGSSSLKWQLYLMPEEKVLAKGLIERIGIBYD ISTVKF GIi3e LI HTWNAVKILLDDLI JPDIIK Y
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY
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DEITGVGHRVVAGGIRYFISESE V (¢ V IBKVEEL LLAPLHNJJANAAG RAFKI¥ LPDITSVVVFDT FHT MPEIJAYR
DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR
DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR
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YPLPWKY TENJQVRKYGAHGTSH[N VAREAAK L[ P EBLKLITMHIGNGES TAV)y GKSVDTSMGFTPLGG MMGTR
YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR
YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR
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TGD DPA IPYLMWNMTEDFWTPEDIER |BNIAESGLLG SEWSEDMR IEAA|AIRGN j¥A LAY|AM DRINKHIG[NYIRAV
TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAYV|

TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAYV|
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IANGE\DAIVETAG GENEYSSIJRIY  IESIpRSIWIRGED INEKNUERYE VG IS IMAAK VLVIPTDEELVIARDVERLK)SS
MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK

MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK
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