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ATTETENANDEL & R AT AN

SLDKSVTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI
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A AHOR LS s TIY

RIJENDPAIGWS VGSGTKHKYLLYFNSQFPFVHQONFVUSNLGSYPTYARRRYVLINVITQGQGQTK [NV FPTGKKESSYV|
RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSV|
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RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSV

DT A APV S VRS LS Ty

IYSRTYKSPSQAD R || BIYGDPYTATIASNYQYPSM MSSATINGLIGLVL YALA PLGSEWMABRFKNT[JESDS ST G
DIYSRTYKSPSQADARDRSYYGEMDPYTATKSRYQYPSMVTSSATIAGLIGLVLSYALAIPLGSYMARIFKNTLFDSVSTG
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AR VLS TATLTET A LB WS LY

SEIMEISNKHIIJKNAMVIJLVSGIPA I GVI@GATLTET FA PGMGKMLIDSV ASNN MVVGLVFIFT[§ SIFSBIL GD
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X non conserved
B similar
i >50% conserved



