
logo MKQAVIGYLRQSTTMKQQSLAAQKQTAI EALIAKEKHNHIQYHITNFYSDKQSGRTKDKNRNSGYQRQI
MTEQL IQQGQCDVI LCCYRLNRLHRN

NTDB id 352487 EOJ31 RS00200 WP 189723462.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!!!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQKTYHVHI LSVHDGYFDMDKQAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
QEKAKQGKQRML ITTHAPFGYDEHYH

NTDB id 352487 EOJ31 RS00200 WP 189723462.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVKNGLQEKAKQGQLITTHAPFGYDYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATFTI IDNTQVNKEASPTVKAVFNYYLIQKGYHGYKKIAQYLLEAEDDNKMTFYINRKQPYQVRNI I LINPNYCGRVNINQYGQYFEDNMFPAS IVSATNSTVI
NTDB id 352487 EOJ31 RS00200 WP 189723462.1 NGTFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNMYINRQPYQVRNIIINPNYCGRVINQYGQFDNMFPSIVSANV 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!*****!!!!!!!!!!**!*!!!!!!!*!!*!* *!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!***

logo YEEQAQVRTLRLSTQKPQI
T
VKRQKTSPSEDNQLKQKIKCPYCCDNASTTLTNMTI

VRKKHNHI
TLRYYVCPQKNLMNASRFVCEDFKGINAQETLETDSKVLAEKTV

NTDB id 352487 EOJ31 RS00200 WP 189723462.1 YEQAQRLRLQKQTKQTPSDNQLKQKIKCPCCNATLTNMTVRKKNHILRYYVCPKNLNASRFVCDFKGINAQTLEDKVLKV 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!!**!*!!**!***!*!!!!!!!!!!*!**!!!!!!*!!!*!*!!!!!!!*!*!!!!!!!*!!!!!!!*!!**!! *

logo CKQDFFYQDNQHQRLIYASTKINKGHNTAIQDQKRI
LKRQRDNTI EKTKHTHTLNTHQEQL I EKLAQDGKI IDAETFRKEQMTQSLHRQQSPKQPRTI STS I SNTGYHQIRQKHATFIQ

NTDB id 352487 EOJ31 RS00200 WP 189723462.1 CQDFYQDQHIYAKIKNAIDKRLKRQRNTETHHTLTQEQLIEKLAQGIIDAETFRKQMQSLHQQPQRITSINGHQIQHTIQ 400
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!*! *!*!!* *!**!*!!!!**!***!!**!!!!!!!!!**!!!!!!!*!*!!!*!!*****!!***!!****!

logo NI IQQKRFTLNMI LYPYIDEETINHI STKNDKSNLAIG IYFKNEPLNIVKNQTMEQLSS IVA
NTDB id 352487 EOJ31 RS00200 WP 189723462.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !!!!*!!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!!!**!!*
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