logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 352486 E0J31 RS00195 WP 189723460.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

AR AT GTE 1 DINEY DDA 1 1 LR LMD

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGRJIDCVM
IDCVM

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGHM

TRUATILLANEDLRIVEER AER TS L LSRNV FRAE 1.

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFIMRNNIVENVFMGQTRRAQEGYYQGN|

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFMRNNIVENVFMGQTRRAQEGYYQGN
N R

LR RN OV A VA 5 LAV G

LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
LPLGYDKIPNSKHELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK|
PELL e rrrrrrrrrrrrrrnt

WD LY A i L R RS T 1 A2 RSTITL

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
N

RS R AR EDY KL R RV D A D

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVEl VNQENIVDGAALHHDIAYKQQQYD
GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVRIVNQEN@NVDGAALHHDIAYKQQQYD
I I

T RUNLIT ELTS i CRTERLDL TR e L

KLNNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK LFDAKMISKLLQHIF DIKH EKSRLK
EVQ

INKLNNLTIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKJZQLFDAKINISKLLQHIFEIDIKH EKSRLK
N R T

AL R R ARG ke L XLV

ALYLSVIDRINHKKQFYVTLKLNNE IKQ FNpMRYLDEVHLSTSSLFLPQTLYLTI 542
I KD

ALYLSVIDRIIY ENHKKQFYVTLKLNNE IKQ FNIBY LDEVHLSTSSLFLPQTLYLTI 542
IIIII""' ...............

I

80
80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



