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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQPASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGN.QGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 352471 ETW23 RS08680 WP 129370682.1 IEGQLQTRKWQDQSGQDRYSTEIVLQGFGSTLTMLDGRGEGGGGQDG.GGGGGYGGGSQ....GGGYGGGYDSGQQGGG. 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGM...NVPAQ....QGSWGQPQQPAKQHQP. 150
consensus *!!****!!*!** !**!****** * * !!**! ****** ! * * **** * ** ** *

logo

N
A
A
M
S
P
G
Q
T
S
HPQEGQR

A
G
S
P
G
Q
A
G
A
P
A
G
Q
P
N
Q
R
F
K
Y
R
G
P
S
Q

A
G
Q
P
A
P
V
P
Q
Y
A
E
G
N
A
E
P
A
S
P
H
M
P
V
D
M
N
E
I
N
D
D
F
IDDEDIPF

NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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consensus * **** ** ******* !!*!!!

X non conserved

X similar

X ≥ 50% conserved


