logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 352161 E3306 RS04460 WP 173950591.

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 352161 E3306 RS04460 WP 173950591.

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 352161 E3306 RS04460 WP 173950591.

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 352161 E3306 RS04460 WP 173950591.

NTDB id 42 MW RS04740 WP 000959293.1
consensus

logo

NTDB id 26 SA RS04860 WP 000959282.1

NTDB id 352161 E3306 RS04460 WP 173950591.

NTDB id 42 MW RS04740 WP 000959293.1
consensus

VLA ALATAE AR At A AL G A

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLTTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGIZKV|

5 M LU D s

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFiISLF INPIMTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPFTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPFTRKL

T LA M O

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIMELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQEMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NG DL LA HLCRAFRURE VLT ERLIIL

LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAITEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSD
LTDQEVVHNYGYIFPEQIYIIMNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR|
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