
logo MVNAEE I LYS IALRRSPLVGDVTI FANSLVGSEVGSAKEVAWSGLSQKSLELRKI SG I
VGKQIASGNIGDEKSNLLKFAERKEVI EFC IKNE IKINHLR

NTDB id 35208 B739 RS05145 WP 014938005.1 MVNAEEILYSIALRRSPLVGDVTFANLVGEVGSAKEVWSLSQSELRKISGIGKQIASGIGDESLLKFAEREVEFCIKNEIKINLR 85
NTDB id 1342 RA0C RS05130 WP 004918085.1 MVNAEEILYSIALRRSPLVGDVIFASLVSEVGSAKEAWGLSKLELRKISGVGKQIASNIGDKNLLKFAEKEIEFCIKNEIKIHLR 85
NTDB id 1322 RA0C RS05130 WP 004918085.1 MVNAEEILYSIALRRSPLVGDVIFASLVSEVGSAKEAWGLSKLELRKISGVGKQIASNIGDKNLLKFAEKEIEFCIKNEIKIHLR 85
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!!!!!!*!*!!**!!!!!!!*!!!!!!*!!!**!!!!!!*!*!!!!!!!!!!*!!

logo HLNQLPRLLGECYDAPAI LFQKGDYDEDTANNI S IVGTRNATAYGKSFLEDL IVQFKNKNIQVI SGLALGTDGIAHQEALKNNIKT
NTDB id 35208 B739 RS05145 WP 014938005.1 HLNQLPRLLGECYDAPAILFQKGDYDDTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKNNIKT 170
NTDB id 1342 RA0C RS05130 WP 004918085.1 HLNQLPRLLGECYDAPAILFQKGDYEDTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKNNIKT 170
NTDB id 1322 RA0C RS05130 WP 004918085.1 HLNQLPRLLGECYDAPAILFQKGDYEDTANNISIVGTRNATAYGKSFLEDLIVQFKNKNIQVISGLALGTDGIAHQEALKNNIKT 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAVLAHGLHIVIYPSKHKI LAEE I LSNNGGALFSEFCSDEKPDREHFLQRNR IVAGLSANTIVVESAYAGGS I STASFANQYNREVY
NTDB id 35208 B739 RS05145 WP 014938005.1 SAVLAHGLHIVYPSKHKILAEEILSNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVY 255
NTDB id 1342 RA0C RS05130 WP 004918085.1 SAVLAHGLHIIYPSKHKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVY 255
NTDB id 1322 RA0C RS05130 WP 004918085.1 SAVLAHGLHIIYPSKHKILAEEILNNGGALFSEFCSDEKPDREHFLQRNRIVAGLSANTIVVESAYAGGSISTASFANQYNREVY 255
consensus !!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALAGRLTDKYSQGCNHL I FQNKAKI I SS IKGLLKDLDLDNTSKVLELFPLSVDEVASLTPVQKEP I
VYDAI IKGEGVNDI SLDDLSEKLNQP I

NTDB id 35208 B739 RS05145 WP 014938005.1 ALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPLVDVALTPVQKPIYDAIKGGNDISLDDLSEKLNQPI 340
NTDB id 1342 RA0C RS05130 WP 004918085.1 ALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPSVEVSLTPVQEPVYDIIKEVNDISLDDLSEKLNQPI 340
NTDB id 1322 RA0C RS05130 WP 004918085.1 ALAGRLTDKYSQGCNHLIFQNKAKIISSIKGLLKDLDLDNTSKVLELFPSVEVSLTPVQEPVYDIIKEVNDISLDDLSEKLNQPI 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!*!!*!!**!!!!!!!!!!!!!!!!

logo SKVFPVLLELELLGL IRANSGRKRYS I I
NTDB id 35208 B739 RS05145 WP 014938005.1 SKVFPVLLELELLGLIRANSGRKYSII 367
NTDB id 1342 RA0C RS05130 WP 004918085.1 SKVFPVLLELELLGLIRANSGRRYSII 367
NTDB id 1322 RA0C RS05130 WP 004918085.1 SKVFPVLLELELLGLIRANSGRRYSII 367
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!

X non conserved

X similar

X ≥ 50% conserved


