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NTDB id 480 HSISS4 RS02090 WP 002890133.1 ..MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDT 83
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NTDB id 35205 LC705 RS01305 WP 005690004.1 GNATYQAMNAKAESLGAELASQLAFLDPEILAIPSDKLTAWRDTE.SLKPFGHFIDAITVNREHVLTTAAEALIASAGDALNASH 169
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPT 168
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NTDB id 35205 LC705 RS01305 WP 005690004.1 ATFNVLNNSDLQFGFVENEDGETVQLSNGLYGQLIRSTNRKLRKEAFEALLRAYESLKNTFAQTLSGQVKAHNFNATAHHYKNAR 254
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSAR 253
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consensus *!!*! !*!!!!!! *!** !! !!!!!!!!* !!!!!!**! !*!!!*!!!!* ** * ! ! ! !!* !**! *!

logo

H
R
A
E
A
I FDTENRW

YIDVHVEPNKGKRSGAYSGGAYDTNAPF IMLLNWHQDATLVDENLFYTLVHETGHSLVHSTWFYTRHQNTQPYVYGDYP I FLVAE IASTTNEN
NTDB id 35205 LC705 RS01305 WP 005690004.1 REIFDNRYIDVVENKGKRSGAYSGGAYDTNPFILLNWHDAVDELYTLVHETGHSVHSWYTRHNQPYVYGDYPIFVAEIASTTNEN 424
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNEN 422
consensus * ! !*!!!**!!!!!!!!!!!!!!!!!*!*!!!!*! *! !*!!!!!!!!!*!! *!!* !!!!!!!!!!!*!!!!!!!!!!

logo

I
LLTDETYFLLKTEHSVDKDDSKTVRAFAYI LNHYYLDGFKGTVFRQTQFAEFEHAWIHEQAQDAQQSGEQI

PLTADTFSMNSKQLYYADLNAEKRYYGNLPEKAVAEDRDNPYE IAQFEW
NTDB id 35205 LC705 RS01305 WP 005690004.1 LLTDYFLTHSDDSKVRAYILNYYLDGFKGTVFRQTQFAEFEHWIHQQDQQGEPLTATSMSQYYADLNARYYGPEVARDPEIAFEW 509
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEW 507
consensus *!!* ! * ! ! ! !!!*!!!!!!!!!!!!!!!!!!!! !! ! ! *!!! ! !!!!! *!! * *!! !!!

logo

A
ER IPHFYMYNYYVYQYATGFAAASTYLAAEGKI SVHSGETEPDEADAKAEARYLDTYLKASGSSDKYAP I

L
D
E
T
V
I
MKKTAGVDMTKNPTDYLDEAAFKSVFEDQRLMVELEAK

NTDB id 35205 LC705 RS01305 WP 005690004.1 ARIPHFYYNYYVYQYATGFAAASTLAAGISSGEPDAAARYLDYLKSGSSKYAIDTMKTAGVDMTKPDYLEAAFSVFEQRLMELEK 594
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NTDB id 35205 LC705 RS01305 WP 005690004.1 ILQKG.... 599
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