
logo MKKFLLTIGVLSSSLLFSQNL ITNSSLEQWSSSCYLGNCRYYPKDWKGNAI
KQSASENNTPKEGTYSAELGSYGKRNI EFELRQGI EAGQK

NTDB id 35197 B739 RS00445 WP 014937185.1 MKKFLLTIGVLSSSLLFSQNLITNSSLEQWSSSCYLGNCRYYPKDWKGNAIQSSNTPKEGTYSAELGYGKNIEFELRQGIEAGQK 85
NTDB id 1337 RA0C RS09870 WP 013447186.1 MKKFLLTIGVLSSSLLFSQNLITNSSLEQWSSSCYLGNCRYYPKDWKGNAKQSAENPKEGTYSAELGSGRNIEFELRQGIEAGQK 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!! !*!!!!!!!!!!!!!!!

logo YI LSYYVYSTVGAEGRQALVHRFRWRDADNRTVTI
L
A
TTNGDDYTHSTVTNTFGQWEKVEKEF IVAPEGGNAAGFYINSLNTLSGSGSSEVIRLDDFKFY

NTDB id 35197 B739 RS00445 WP 014937185.1 YILSYYVYSVGAGRQAVHRFRWRDADRVTLTTNGDDYTHSTTNFGQWEKVEKEFIAPENAAGFYISLNTSGSSSEVIRLDDFKFY 170
NTDB id 1337 RA0C RS09870 WP 013447186.1 YILSYYVYSTGAERQLVHRFRWRDANRTTIATNGDDYTHSVTTFGQWEKVEKEFVAPGGAAGFYINLNTLGSGSEVIRLDDFKFY 170
consensus !!!!!!!!! !! !! !!!!!!!!! ! !* !!!!!!!!! ! !!!!!!!!!!!*!! !!!!!! !!! !! !!!!!!!!!!!!

logo KQGSLAGTQEWSSQKEVQLHTQGKELQVFTTKPVTIKI
VYGTVGGQLYVTKTVNSSNDR ITLSALPHGI

VYLVLVETDKGATFSKKIRL
NTDB id 35197 B739 RS00445 WP 014937185.1 KQGSLATQEWSSQKEVQLHTQGKELQVFTTKPVTIKIYGTGGQLYVTKTVSSNDRITLSALPHGVYLVLVETDKGAFSKKIRL 253
NTDB id 1337 RA0C RS09870 WP 013447186.1 KQGSLGTQEWSSQKEVQLHTQGKELQVFTTKPVTIKVYGVGGQLYVTKTVNSNDRITLSALPHGIYLVLVETDKGTFSKKIRL 253
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!
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