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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
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NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIVF...A..NPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIVF...A..NPKTDN 29
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQV 109
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQV 109
NTDB id 351756 EXH44 RS02720 WP 162856165.1 QQISLSIKNSPTAEIIGYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLVKTHQLHLKKENNIYYLSHKKEEENKN 97
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQHT 97
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 K.....QALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1175 A1552VC RS12105 WP 000788426.1 K.....QALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1408 DSB67 RS13980 WP 010643500.1 K.....QQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREII 312
NTDB id 1347 HI 0435 AAC22094.1 AGN..........LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLI 178
NTDB id 1373 NTHI RS02645 WP 011272046.1 AGN..........LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLI 178
NTDB id 351756 EXH44 RS02720 WP 162856165.1 IANLTKPIVESAPSIPQPPKLITKTIKLHYSKASEVIESLT.KGQGNLLSENGYIHFDDRSNSIIVKDSAASVKNFTQLI 176
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TAQ..........LVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLI 166
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHT.VGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNL 391
NTDB id 1347 HI 0435 AAC22094.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
NTDB id 1373 NTHI RS02645 WP 011272046.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
NTDB id 351756 EXH44 RS02720 WP 162856165.1 QKLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKFAGNLEGN.................GLTT..SNLNVNF 237
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNF 227
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAV 461
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAV 461
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAV 470
NTDB id 1347 HI 0435 AAC22094.1 ATTTTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
NTDB id 1373 NTHI RS02645 WP 011272046.1 ATTTTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
NTDB id 351756 EXH44 RS02720 WP 162856165.1 ..PVTPSASIALQIASINS.RVLDLELTALERENNIEIIASPRLLTTDKKPASIKQGTEIPYAVYSKKEEMTDIEFREAV 314
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..PVNPSASVALQIAAINS.RVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAV 304
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NTDB id 1175 A1552VC RS12105 WP 000788426.1 LSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDL 541
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDL 550
NTDB id 1347 HI 0435 AAC22094.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDI 400
NTDB id 1373 NTHI RS02645 WP 011272046.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDI 400
NTDB id 351756 EXH44 RS02720 WP 162856165.1 LGLEVTPHISKQNQILLDLAISQNSPNNQM...NNTMVTIDKQEINTQVLAKHGETIVLGGIFQHLISKGEDKVPILGSI 391
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