logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
351691 E3D14 RS03485 WP 005320466.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
351691 E3D14 RS03485 WP 005320466.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

,@mu 0L hsAc

S
BIPMIRVEIG
BIPMIRVEIG
PPM R DG
PPM R DG

PPMIRVDG

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
ASDLHLSAG PPMIRVDG
ASDLHLSAG PPMIRVDG
ASDLHLSAG PPMIRVDG
* %k ok |k ok ok % DLk sk | % ok %k ok k * 1k

B e e

..S RFRVSAFFQRELPGAVIRRIE REPINE IR KIRE
RFRVSJA FMQRIBWAGRIVIRRIMTIN (Y (13T 'E - LISLP3] 8
KNERFRVSAF (AR DMP[EM TIIRMEMKEP S PRI HIRZPIIL

=== li=-cji=c = ]i-v]i=--c -] =- = lt=v}

B\DITELLAFSVK

ARFRVNAFNIN&RGlY AVFRTIPSEIVL
ARFRVNAFNINERGIY AVFRTIPSEVL
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVERTIP N
ARFRVNAFNQSRGIY AVFRTIPS|® L
ARFRVNAFNQSRGEY AVFRTIPS|® L

ARFRVNAF QSJRGEJGAVFRTIPSEVL
ARFRVNAFNQNRGEGAVFRTIPS|SVLT
ARFRVNAFNQNRGEGAVERTIPS|SVLT
ARFRVNFNQNRGIGAVFRTIPSMVLT
ARFRVNAFNQWNRGEGAVERTIPS|AVLT
ARFRVNAFNQNRGEIGAVFERTIPS|SVLT
ARFRVNAFNQNRGEGAVEFRTIPS|SVLT

*ZZZZOOZZZZZZZ LTJQ

PN RN *or bk Dk Drk *kx

e s Ao i |

AN APRSMRGLVLVIUGIATGSGKSTT AAMpYe Y QHITGHI

kk kok okkk kk ok

IMNDAQRE
IMND QR
IMND QR
IMNDEIQR
IMND
IMND
IMND
IMND
IMND
IMND

LTSI

KRR

4 A|NNSRGLVLIAYGIATG GKST LAAM

ER:AM S K|3A¢ IJ GE\TG GKST LA M

BUARFRVNAFEIQIIENRYG  VIURIAIP VRIT - (L PFRIE® T ANWWNPRGLVLVTGPTGSGKSTTLA M
E L\PHIFMISTIAIMPRG VLVTGPTGSGKSTTLAAM
E LIWAPSIFISTAIPRG VLVTGPTGSGKSTTLAAM

I3 AMJASJRGLVLVTGPTGSGKSTTLAA
INT JWPRGLVLVTGPTGSGKSTTLAAM
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
Pokokokokoe Do D DD Dok ]

E ASFSRGLVLVTGPTGSGKSTTLAAﬂ
V

Rl

HZ

Oooooo=Z=00=2222

1

IR0 Bl el | 1D Resrebe DR SFE

LA

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

351691 E3D14 RS03485 WP 005320466.

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
351691 E3D14 RS03485 WP 005320466 .
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

1

1

1

1

1

1

TR P et S |2Q£{VKE25K§ Rl Rl

IDRI

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
BVALRSALREDPD
SJIALRSALREDPD
)3ALRSALREDPD
IW3ALRSALREDPD
M9ALRSALREDPD
WA LRSALREDPD
M5ALRSALREDPD

IL GEMREMIE[ PRALINJAETGHLVE .| TLHIRBYANM
ILVGEMRDMETI YA TAAETGHLVQIGTLHTHS Ajg
ILVGEMRDPETIiLALTAAETGHLVFGTLHT E

G

L

ILVGEMRDMETI LA TAAETGHLVFGTLHTNSA
ILVGEMRDMETI LA TAAETGHLVFGTLHTNSAMK
ILVGEMRDETI LA TAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETI LALTAAETGHLVFGTLHT

[ N e oy R oy R Ry Ry N N e N W ey g

Q
T DRI DVFPAMEK MVR MLSESLINAVISQMNLLKENIGNGRVA HEIJRI NPA RNLIRERK
T DRI DVFPAEK MVR MLSESLISAVISQNLLKNBIGNGRVA HEIJRI IPA RNLIRERK

RERKVA%.&AQLQQE @

TIDRIIDVFP [§ K MVR MLSESLEIAVI QILLK
TIDRIIDVFP f§ K MVR MLSESLEIAVI QELLK
MLSESL{®AV QELLK
MLSESLMAV QELLK
MLSESLIIAVISQWLLK
MLSESLMAVISQWLLK
MLSESL[] VISQWL K
MLSESL[MAVISQWILLK
TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
*ok | ok ok ok ok ok ok k K ok ok Pk | kkxx! |

. NK[EIeBARV:
MIGGGRVAAHEIM
MUGGGRVAAHEIMI
MIIGGGRVAAHEIMI
BAGGGRVAAHEIMI
BUGGGRVAAHEIMI
BIUGGGRVAAHEIMI
BUGGGRVAAHEIMI
*% | ok |k Kok

MUGGGRVAGHEIM

MUGGGRVA[Y

.NKGGRVAAHEIM (oaNe\A TRNL IREIEK
L

HEIM

WWPAIRNLIREPNK
BWPAIRNLIREWNK

EIM [sN8ATRNLIREREK

JIPA RNLIREPK

WWPAIRNLIRENMK AQMYSHIQTG
WPAIRNLIRENK AQMYSEIQTG
IIPATRNLIRE[®K AQMYSHIQTG
IIPATRNLIRENK AQMYSEVIQTG
IIPATRNLIRENK AQMYSE\IQTG

IIPATRNLIRENJK AQMYSINIQTG
PEETIR kokokkokk Xk *

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

351691 E3D14 RS03485 WP 005320466.

1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

351691 E3D14 RS03485 WP 005320466 .

1202
1194
1020
1081
1060
1040

consensus

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

1

1

1

1

1

-LKQ{¥§EH¥l%§%§A§;§A§§§F

IAPEARNRRRINQNSE

K HTIVHE ARLNK .
8K THEANL VK |
@R DSk ExAKQP .
i8R ENREKNK TP .

MNLPTIRAVINKSP .
sl QTNRTANKQP .
8P QTIRTANKQP .
P QTNRTANKQP .

................... 368
................... 381
................... 383
AAPAAGRSEPGRAGGFGRR 418
................... 347
................... 347
................... 345
................... 345
................... 344
................... 344
................... 344
................... 344
................... 344
................... 344
................... 345
................... 345
................... 345

X non conserved
B similar
>507% conserved

Esk

>4\xl;-.—->'\|'$. Sk R ELRRE S NRERL . LERTLaE R R aRasaReF S A A

SMSF
SMSF

YEDEALLHEADSSNDLRLMIK.LGSETDGEHLTSVS...QGL.TLEMSDDDPGRSFR.........
YADPALKHEADSPNNLRLQIK.LSEEANKPLDNRERM. .SEM.ERKMTFDGQRRNLK.........
LERMIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP

TFDQALYQLVVDDKI EQDALHSADSANDLRLMLK.TKRGDDY...GSGSL..QNV.KiDME ..................
IAPEVEARRRINQNSE

368
381
383
399
347
347
345
345
344
344
344
344
344
344
345
345
345



