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NTDB id 351657 E3U44 RS08360 WP 134357715.1 VADVGVEATQSIIDNLTVRVSRKQLKDPAALMVALRENMQELLLPSSHPLVIPEGTKPFVILMVGVNGVGKTTTIGKLAK 166
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NTDB id 351657 E3U44 RS08360 WP 134357715.1 ELKKVKRVMGKVDPQAPHEIMLTVDAGTGQNALNQAKQFHEAVGLTGITLTKLDGTAKGGVIFAIAKKMALPIRFIGVGE 326
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