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NTDB id 1253 GCO85 RS04835 WP 011215094.1 .................MLKLLKPKHRSILGIDISSSAVKILEISGSGEDICVEGYGREEIPASALEGNMIKDVDVVANC 63
NTDB id 351650 E3U44 RS04600 WP 134356880.1 MLNSLDRISNSLDSGKKSSSLFSRKPPFLLGIDISSSAVKLLELSRKGERSCVENYAIEPLPPHTVVENKVEDVEALGEA 80
NTDB id 1010 ACIAD RS15195 WP 004923715.1 .................MLRLYRRPKKGLVGVDISSTSVKVLELSVKNNQYRVESYGLVPLLENSVVEKNILNPEAVADA 63
NTDB id 1054 ABD1 RS15870 WP 002014066.1 .................MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEA 63
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 .................MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEA 63
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 IKKLVERLKFTSKNVALAVPDSAVISKVVQINEGLTDLEMEELVVIEADKYIPYPIDEINLDFEVLGHSAKSSSLLDVLI 143
NTDB id 351650 E3U44 RS04600 WP 134356880.1 IKRAVKRSGTRIKKAAAAVAGSAVITKIISVPNTLSERELESQIELEAGQYIPYPLEEVNLDFEVLTPSEKDPEAVDVLL 160
NTDB id 1010 ACIAD RS15195 WP 004923715.1 LTRSINLANPQAINAAIAVPTSMVVHKIIEMDADMTDDEREVQIRMDAERYIPFPLDEVSLDFEVMSEPLANPNRVSVLI 143
NTDB id 1054 ABD1 RS15870 WP 002014066.1 LERAMNLANPQTTHAAIAVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLANPNRVNVLL 143
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 LERAMNLANPQTTNAAIAVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLLNPNRVNVLL 143
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 VASRAENVNTRVEAAHRAGLEPKVVDVESYAVERSVQQIAQELPASGQDKIVAIVDIGANYTHLFVLHGMRLIFSREEKF 223
NTDB id 351650 E3U44 RS04600 WP 134356880.1 AACRSENVEARVAALELAGLTPAVMDVEAYAMEKVFPLIASQMPSRGKGQTIAVVDVGATLTTINVLHDYKIIYTREQIF 240
NTDB id 1010 ACIAD RS15195 WP 004923715.1 AATRTENVDTRIEVLELAGLTPKVADVESYAMERAFSVFADTLPMGV..NTVGILDIGHTMTTLSVMQKGKIIYTREQVF 221
NTDB id 1054 ABD1 RS15870 WP 002014066.1 VATRTENVETRVEVLELADLNPKLADVESYAVERAFSVFADSLPMGA..NTIGILDIGHTMTTLSVMQNGKIIYTREQVF 221
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 VATRTENVETRVEVLELADLNPKLADVESYAVERAFSVFADSLPMGA..NTIGILDIGHTMTTLSVMQNGKIIYTREQVF 221
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 GGMQLVEAIAEHYHMNLEQAIALKNQGKLPEDYESAVLEPFKDMILLQIKRTLQFFYSTSQHGFVDHILLAGGMARQPGL 303
NTDB id 351650 E3U44 RS04600 WP 134356880.1 GGNQLTEEIQRRYGLSYEEANLAKRQGGLPDNYIPEILEPFKKAIAQQVSRAFQFFFSSTQYNSVDHVVLAGGCASIPGV 320
NTDB id 1010 ACIAD RS15195 WP 004923715.1 GGKQLTQEVQKRYGMSYEEAGRAKKDGSLPEDFTQEVFEPYLEALVQQAARSLQFFFSSSQYNEIDHILLAGGNANILGL 301
NTDB id 1054 ABD1 RS15870 WP 002014066.1 GGKQLTLEIQSRYGLSLEEASRAKKDRSLPDDYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGL 301
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 GGKQLTLEIQSRYGLSLEEASRAKKDRTLPDDYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGL 301
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 AALIQEQLGVTTTVANPLSHMSFGKKVNLDVINSDAPTLMVACGLALRHVE. 354
NTDB id 351650 E3U44 RS04600 WP 134356880.1 DELIEHMAGTTVSIANPFADMALGSQVKAKELYSDAPALMTACGLALRSFD. 371
NTDB id 1010 ACIAD RS15195 WP 004923715.1 SRLLQQKLGYRVTIANPFLQMEFSPQVDIKKVENDAASLMVACGLALRSFDE 353
NTDB id 1054 ABD1 RS15870 WP 002014066.1 AKLLQQKLGYRVTIANPFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD. 352
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 AKLLQQKLGYRVTIANPFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD. 352
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X non conserved

X similar

X ≥ 50% conserved


