
logo MKQSLQLRLTSQHLALTPQLQQS IRLLQLSTI
LELHQQELVEQALLTDENPLLERELDNDEPWLDRTSALR I

L
G
LADGAS IVGNAQLQQSSSSAPTEPALPATE

NTDB id 351535 E1742 RS18930 WP 134386638.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSLRLLADGAIGQQS...APEAPAE 77
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !!*!!!!!! **!! ! !* !!! * ***!** ! !

logo

G
SPPPQAQATDNAGAADHPADTAEAESPYEYDNGASDAFDSDRYGPTEEGDRSTDWSTDLADDGFRAGKRAKPQSDDEDDDRAPRMPQLERAEASEHCPSTLQREFHLMEQLMARPVLTKVLQQSP

NTDB id 351535 E1742 RS18930 WP 134386638.1 GPPQQTDAAAPA...EAEPYDGADA..DRGPEGDTDWTDAGRGKAP...DDDDARPQLEASHCSLREHLMEQMRVTVQQP 149
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGT.ERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus !!* *! !***!! * ! ! **! !** *!!* ** !****!! !**!! * * !!*!!!!* * !

logo RDKRAGLVEI FL IL IDEASLDDEENGYLETEGSLDE IHLAGDRLPAEELEVELMDEELQRATALARLMLQSFDPAVGI
VGARSAASECLATLQI
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NTDB id 351535 E1742 RS18930 WP 134386638.1 RDRALVELIIDALDENGYLEESLDEIHGRLPEELEVEMEELRTALALLQSFDPVGVGARSASECLALQIRKMPGVPLVTR 229
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAK 236
consensus !!**!! *!* !!* !!! !!!!!** !! !!!!!**!! !! *!!!!!! !*!!!!! !!! !!* *** **** *

logo

P
R
L
MALCTIVENKQHLAELWFLAAQRDFYNTKRLKKALDSCVDDEGDELKRAEAHQAELVIRQSCLANPFHPGAHAFYAGRSADEVASDFYVVPDVI

VVKRKGTARANGWMVAVQTLNNPDV
NTDB id 351535 E1742 RS18930 WP 134386638.1 RMALCIVEKHLAWFAQRDFNKLKKALDCDDEDLREAQAVIRQCNPHPGAAYASDVSDYVVPDVIVKKGRNGWVVTLNNDV 309
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus **!!*!! !! ! !!* *!!!!! *!! *!* !* *!! * !*!!*!** !*!!!!!*!*! !!* !!*!!

logo MPRLR I
VNADLMYAQS ILLKRQSGSKRGESGAANQLMGQAQKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVASQAIVERQKNSFFSTHGAE I

VAMRPLVLRE IADT
NTDB id 351535 E1742 RS18930 WP 134386638.1 MPRLRVNALYASLLKQGKGES...QMGAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIADT 386
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus !!!!!*! *!! *!* *!!!***** !!!!*!!!!!* !!!!!!!!! !!!!!!!! !!*!! *!!!!!!!!!!!!!

logo LGLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKVQFLTVGAEDPKNPLSDSKR IADELMLGEQGFMVI
V

NTDB id 351535 E1742 RS18930 WP 134386638.1 LGLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQFTGAEDPKNPLSDSKIADMLGEQGMVI 466
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! ! !!!!!!!!!!!!*!!**!!!!! !*

logo ARRTVAKYREALKIPAPVNSLRKSL
NTDB id 351535 E1742 RS18930 WP 134386638.1 ARRTVAKYREALKIPPVSLRKSL 489
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!*! !!!!!
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