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NTDB id 351508 E3H47 RS11295 WP 138000846.1 MKQILKDLIGTTTLPEDSYLDQDAEILEIFVEELEEIFTDLDVLIQQWIKQPEQQDKLTSIRRYFHTLKGSGRMVGAKSS 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQS.ENIATLTEIRRHFHTLKGSGRMIGAKSS 79
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 GELAWTVEDLLNRIIAKTQAFTLAISRYVELVFKIYKYKLFYNFQNSQPHVIDLRPLVLIGQQLQQQGSLEPALEELLEL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 SWTLCSPETVTGLELVDHTAETLPPLDVEKLEIHEEFDSLTAETLAIFLEESEEHLATIDEFLNNN.EQGSNYNALIRAL 239
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMA.ETVTGLELDYIEQDSLAEPII..QATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRAL 236
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 HTLRGSSAMAQVEHIFEASSKVENLFKTMLQDELVSTSNETALLTHYAEFVRDYLYILKQECNIEQLEQVYQTFNHAWEN 319
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDA 316
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 YGF.HQEPVDDLVNPQGLVSRLLELEINQLLDAEFEFDQRARTEYPEYLQLLVQQAQELVEHTRNRASQGVYDFTLELLQ 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YVEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKE 396
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 SYQQLLAKPQLLNLDYAYELYTQAHQQLIYLFDTLAAGQRVSLSPAHQSLLEELSAFVQQEIQQVEELSTVT....EPFK 474
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SYEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIY 476
consensus !! !! !! !!* !! *!*! !!!!!! !!! !!!!!!! * * !!!*!!!! * ! * *!* ****!!

logo

NI EPA
EPEVDVVATVVENFLESDHSTAFDNLWAGEVLGSAQRS IVAQAQDKRAQLYI

M
H
S
F
S
E
T
H
Q
S
VNQRNVFTDADLLRDI FLEEAEELLAEGI

MDSTDLNI
SWTVGKEQSEGNQFVATAL

NTDB id 351508 E3H47 RS11295 WP 138000846.1 ....APVDVAV...LEHTFNLGELSARIAADKALMHFEHSNQVTDADLRDIFLEEAEELLAGMDSDLNSWTKESGQVTAL 547
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 NNLMRYLHTLKGGANMVQATHMGLIAHELESIYQRIINGQVQVSTVLMSIIRLVQDELAERIQILREQQIDYPAPATIEI 627
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
consensus !!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!! !*!* !* !** !* !!!!!!*!!*!*!!*!!!!*!!*!! !!

logo LKNRAI EGQS INSNTFGQVLPLVPTTVAVEAPFKDVAEESEVFSEQKVI SE I I
K
I
L
D
SE I

S
P
S
Q
V
E
N
I
LEPSANI

LADECLETHHDQVFDTATVTELATPVELMAIDTATEVI
T
A
S
E
Q
E
H

NTDB id 351508 E3H47 RS11295 WP 138000846.1 LKNIESISTGVLVTTAEPKVAEE............KLSESSQNIESNIADC..........T.........LADAEIAEH 676
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQE 716
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 SEELQTDEQVRSIVEEVFLEEAEELLQTAHKLLDQWVEERSNRSLLLQLQRNAHSLKGGARMAELEPVAVIAYALENTFE 756
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFE 796
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 QFGLHNLTTSVYDPLLHTALRWLENAIFKEQYENFDSLKHSLDSIQFTEIPAQLINQIPADNIVADGSLFEFVHGDGTEP 836
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTEP 876
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logo PPSMMGAEWDENQTERLTDEQNNEMIR I
VSADL IVEKMIDLASGENS INRSR I EMDLVGSQFVGSHS ITLSVDEMELAIQRLADQLRRMEGELESTQI

NTDB id 351508 E3H47 RS11295 WP 138000846.1 PSMMGEWDNTERT.ENNEMIRISADLVEKMIDLAGENSINRSRIEMDVGQVGSILSDMELAIQRLADQLRRMEGELESQI 915
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQI 956
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 IAKHGTENSRYSDFDPLEMDQYSSLNQLSKSLAESASDLLDFKTTLSEKIRDTEGLLLQQSRIQAEIQENLMRTRLVPFS 995
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFS 1036
consensus !!!!! !*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!*!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 RLLPRLQRIARQTSSALNRPAELVVQNTEGELDRNILERLVTPLEHMLRNAIDHGIETSEQRLKQGKPESGRIELNINRQ 1075
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQ 1116
consensus !!!!!!!!! !!!!*!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !! !!!*!!!!!!!*!!
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 GTDVIITFTDDGQGINLDKLKNKALERGLIGTEQKLEAEELAQLIFHPGLSTAAEITQISGRGVGLDVVQSSIKAMGGHV 1155
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHV 1196
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 TVESVQGQGTTFTIRVPTTVAISDALMVKAGDQQYAVPLAQIERIVRISPSMLEDYFAGKEDTFRIDNMYYKLRYLSEFV 1235
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFV 1276
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 ANQSLPRLTGIAHSLPVLLIKGSSGQTVALLVDQLVGSRAQIVVKPVGQQLASVGAVAGATILGDGQVCLILDGQYIARQ 1315
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQ 1356
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NTDB id 351508 E3H47 RS11295 WP 138000846.1 VQSSLRVKEVKESRELHRFNDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVEAIEQLESIKPDLMLLDIEMPRM 1395
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRM 1436
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logo DGFEVLTNLVRHHDMVHQRNYMPI IMITSRTGEKHRERAFASLGAVSTQYMGKPFQEAEDELLAENIDEALLEVAVFMEVSEVKS
NTDB id 351508 E3H47 RS11295 WP 138000846.1 DGFEVTNLVRHHDVHRNMPIIMITSRTGEKHRERAFALGATQYMGKPFQEADLLANIEALLEVMV..... 1460
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!! !!!!!!!*! !!!!!!!!!!!!!!!!!!! !! *!!!!!!!!! *!! !!*!!! *****
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