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NTDB id 351505 E3H47 RS09795 WP 005019274.1 MWKTILLAWIAGISVMGKTFNLPFLLPGLMIFSVGSGLLYWYQYSKLESHHPIPWLSRAVFILALGILTGTLGYRYADHA 80
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCI...TGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSA 77
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKV...GEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKA 77
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKV...GEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKA 77
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 LEQRLDNRETETRNIEAIVYIRHIDERSEKQIRQKVEVLDQKKQPVQWWLTFKN....IPEQPIKFELGEYYRIYGEVIP 156
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LEERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAKTKP 156
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRP 157
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRP 157
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 AHGYAMPGVFDQEKWFIQQNIMASVKIWKIEKLDHEAVYRLGFNQYLNNQQGWINGLLLLMERQRYHFRTFIQNSTLKNK 236
NTDB id 1015 ACIAD RS12005 WP 004928865.1 IHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHH 236
NTDB id 1083 H0N27 RS04190 WP 168726476.1 AHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQK 237
NTDB id 1070 ABD1 RS13145 WP 000472713.1 AHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQK 237
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 GLILALLTGDKSLLSSETEEQFQRLGISHLLAISGPHVLIFAALVSWVLQTLIRLYGPKLYLSLPRPYLLVFPFCFCVLL 316
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVIL 316
NTDB id 1083 H0N27 RS04190 WP 168726476.1 GLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLI 317
NTDB id 1070 ABD1 RS13145 WP 000472713.1 GLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLI 317
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 YSAFVGFEIPALRTLLITLLGSSLLLLRQKIQALSLLLASASLLLWIDPFSVLSAAFWLSFGACFILLRIYESIDRQPAQ 396
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQF 396
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQ 397
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQ 397
consensus !*!!!!!!!!!!!!*** ** * !!*********!!**!!!!!! *!!!!*!!!*!!!!*!!!!!!*!!!*********

logo

P
H
A
Q
F
F
T
L
N
R
S
F
W
L
K
T
S
Q
R
S
G
R
K
V
M
L
I
Q
T
F
A
I
M
G
L
SKALVLVIRESQW

GKI FVIALFMSPLVTL IL IFFKQRQVI SW I
VAPLSTNLI LIVA I

VPLI LVGAGS IVVIVPLDNI ILMAGACALSWLYFFIVVIPSKSPFLGLNLMLFYH
NTDB id 351505 E3H47 RS09795 WP 005019274.1 PAFNWKQRVLTAGKLLIESQGKIFIALFPLVLIFFKQVSWIAPLTNILVIPLLGAVVVPLDILAACLSYIISPLGLLLFH 476
NTDB id 1015 ACIAD RS12005 WP 004928865.1 HQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFY 475
NTDB id 1083 H0N27 RS04190 WP 168726476.1 HFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFH 477
NTDB id 1070 ABD1 RS13145 WP 000472713.1 HFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFH 477
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 CSDLGLNLGLWILEILDHLFNPQLQGIAFTPLLIVSLSIGLIILYLPRSVIPKAWALLCFVPVFTSRAPDSDFKLTVLDV 556
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDV 555
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FNDMLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDV 556
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FNDMLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDV 556
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 GQGQAILLQSSQQKIMLDTGGYYDETKFSIGQQILAPFLFSQGIARLDRVLLTHLDQDHSGALLPLSQKIKIDEVIANTQ 636
NTDB id 1015 ACIAD RS12005 WP 004928865.1 GQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEE 635
NTDB id 1083 H0N27 RS04190 WP 168726476.1 GQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQ 636
NTDB id 1070 ABD1 RS13145 WP 000472713.1 GQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQ 636
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 LPETWNIKQSSPCREGQSWSYQNFKVQVLSPGLNTYPSMVEANPNEYSCVLYVQLNQAQPYRNFLIMGDAGWPTEYELMK 716
NTDB id 1015 ACIAD RS12005 WP 004928865.1 .IKDLSIP.FSLCHSGQTWETSELKIQILSPKLENLQS.TVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQ 712
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LPNDLKQP.FQYCHQGQQWHYSELDIQILWPKEKDLAF.VASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLK 714
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LPNDLKQP.FQYCHQGQQWHYPELDIQILWPKEKDLAF.VTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLK 714
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 KYPELQVDVLVLGHHGSKHSSAYSFLKYLHPKLAIASAGQNNRYGHPTKEVKVRLKALDIPLLLTAQTGNIEFYQEADEQ 796
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGNE 792
NTDB id 1083 H0N27 RS04190 WP 168726476.1 DYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKL 794
NTDB id 1070 ABD1 RS13145 WP 000472713.1 DYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKI 794
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NTDB id 351505 E3H47 RS09795 WP 005019274.1 INYTLYREQWKWLKIK. 812
NTDB id 1015 ACIAD RS12005 WP 004928865.1 .QTEFYRQSYKWLQR.. 806
NTDB id 1083 H0N27 RS04190 WP 168726476.1 .VLHDRRLDRLWLSRGF 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 .VLHDRRLDRLWLSRGF 810
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