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NTDB id 351363 EZJ17 RS07740 WP 082886514.1 MVFGFFRKRKAQPTAPQQKAELVQAVEEAVQPDEVAAQSALKTAEQSAAPTFAAEISVAESKSTDLPNKTLVHETAATEV 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 .MFSFFRRKKKQETPALEEAQVQETA.AKVESEVAQIVGNIKEDVES..........LAESVK..........GRAESAV 58
consensus **! !!!**! !*!** ! * * ! ** *! !***********!!! ********** ! * !
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NTDB id 351363 EZJ17 RS07740 WP 082886514.1 ANAEAPLVQSEVLAEQSIATTEEVASINEYASDEQSTNELAFSEQEAAELAASSIAEAITTEPSPEQPASLGWAARLKQG 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 ETVSGAV.......EQV...KETV...AEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQG 125
consensus **********!! *** ! !*** ! *!* ! ! !! * * * ** !!!!!!!!!!

logo LASKSRDQKQMAKSLAGVFGGGKQIDGEDLYEELETVL ILTGSDMGI
MEATEHYLMEKDEVRGQHRVSLKRGLKDGENELRGALKEAI

LYDEL IKPL
NTDB id 351363 EZJ17 RS07740 WP 082886514.1 LSKSRQQMAKSLAGVFGGGKIDEDLYEELETVLLTSDMGIEATEHLMEEVRQHVSLRGLKDGEELRGALKEAIYELIKPL 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPL 205
consensus ! !!! !!!!!!!!!!!! ! !!!!!!!!!!!*! !!!*!!!!*!! *!! *!!!*!!!!! !!!!!!!!!*!*!!!!!

logo EKQPL IVLWPAEDTKERPFVIMLAGINGAGKTTS IGKLAKNYFQAQGKSVLLAAGDTFRAAAREQLAQAEWGEGRNGNVTVI SQATSTGDSAA
NTDB id 351363 EZJ17 RS07740 WP 082886514.1 EQPLIWPADKRPFVIMLAGINGAGKTTSIGKLAKNFQAQGKSVLLAAGDTFRAAAREQLAEWGERNGVTVISQASGDSAA 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 EKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAA 285
consensus ! !!* ! ! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!! *!!!!!

logo VCFDAVEQAAKARGIDIVLADTAGRLPTQLTHLMEE IKKVKRVLQKAS IMPDGAPHE I IVVVLDANIGQNAVNQVI
KAFDDALGLTG

NTDB id 351363 EZJ17 RS07740 WP 082886514.1 VCFDAVEAAKARGIDIVLADTAGRLPTQTHLMEEIKKVKRVLQKSMPDAPHEIVVVLDANIGQNAVNQVIAFDDALGLTG 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 VCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTG 365
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! *! !!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!

logo L IVTKLDGTAKGGI
VLAALASDRRPVPVRFYIGVGEGIDDLRPFDNARAEFVDALLD

NTDB id 351363 EZJ17 RS07740 WP 082886514.1 LIVTKLDGTAKGGVLAALASRRPVPVRFIGVGEGIDDLRPFNAREFVDALL. 451
NTDB id 1118 NGFG RS11455 WP 003696286.1 LIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!*!!!!!! !!!!!!*!!!!!!!!!!!!! !! !!!!!!*
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