
logo

MF
MRLRGWFGLCPCWVAVGVALLVASFALLPSAVAVHPHFWPVAFVWALAAFLALVLALAVLAIGRCRFARFRAGRGLAML

W
C
W
L
VLACGALALYGVFWRTVEQALALSQSQWPRAEAPEVFQSGRV

NTDB id 351360 EZJ17 RS07140 WP 067444033.1 .MRLGGLCCWVAGVLLAFLLPAAH.FVAVAAALALLLALIGCFRRARGAWWLLCGLLYGVWRVQLALSQQWPAEPEFQRV 78
NTDB id 1128 NGFG RS01490 WP 020997305.1 MFRRWFLPCWVVGVAVSFALSVVPHWPFWLAAFAVLAVLARRFAFAGLMLCVLAGAAYGVFRTEAALSSQWRAEAV.SGV 79
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 RLDFQVASVAEASAQSVRFEAWAQTETGERFRLLVSDRYLREWRPGSRWRMTVRVRPTVGERNENGFDREAWALSQHIDG 158
NTDB id 1128 NGFG RS01490 WP 020997305.1 PLTVEVTDMPRSDGRRVQFAAKAVDSGGRTFDLLLSDYKRREWAVGSRWRITARVHPVVGELNLRGLNREAWALSNGVGG 159
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 MASAARERVELPPDTGWQSRWQNWRYERQQAWQQA..AESYPNGAALMRALGGGGYGGLADEHWQAFRVLGINHLISVSG 236
NTDB id 1128 NGFG RS01490 WP 020997305.1 VGTVGADRVLLHGGSGWGIA..VWRSRISRNWRQADADGGLSDGIGLMRALSVGEQSALRPGLWQAFRPLGLTHLVSISG 237
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 LHIGMVALAAAYLARLLLLRLP..LAEPRRWYLAAGLAAALFYSALAGFGVPIQRSLLMLTVFAWQWYRRGSPAPWRAWW 314
NTDB id 1128 NGFG RS01490 WP 020997305.1 LHVTMVAVLFAWLAKRLLACSPRLPARPRAWVLAAGCAGALFYALLAGFSVPTQRSVLMLAAFAWAWR.RGRLSAWATWW 316
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 QALAVVLLFDPLSALGVGFWFSFGAVAALIWVAQGRLEAMPDDDAPEGGWLRTAKHSGKWRTALRAQYAATLLGFWQAGQ 394
NTDB id 1128 NGFG RS01490 WP 020997305.1 QALAAVLLFDPLAVLGVGTWLSFGLVAALIWACAGRLYEG..................KRQTAVRGQWAASVLSLVLLGY 378
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 VFGIVPLAAPLANALLIPWFSWVLVPLALLAVLLPFEGYLKMAAAIGEYTMGAVVWAGGIVPTGALAHLPPLFWLAVLAA 474
NTDB id 1128 NGFG RS01490 WP 020997305.1 LFASLPLVSPLVNAVSIPWFSWVLTPLALLGSVVPFAPLQQAGAFLAEYTLRFLVWLADVSPEFAVAAAPLPLLVLAVCA 458
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 LAVWLLPRGLGLRPWAALVLAASCLYRTPAPEHGTAAVRIVDVGQGLALQVRTQNHWLLFDTGTAGAAQTQLVPNLLAQG 554
NTDB id 1128 NGFG RS01490 WP 020997305.1 ALLLLLPRGLGLRPWAVLLLAGFVSYRPEAVPENEAAVTVWDAGQGLSVLVRTANRHLLFDTGTVAAAQTGIVPSLNAAG 538
consensus * !!!!!!!!!!!! !*!!* * !!**!*** !!! * ! !!!! * !!! !**!!!!!!! *!!!! *!! ! ! !



logo

L
V
P
R
P
R
L
PDKVLVLSHHDASDHDGGFPQAVGQAKAFIPTNPGRGKI

LYAGQPEAFYAEGARVEHCWCAAGEGQTARWEQWDGVDHFEFLRTPPSERQRKPNQAIDDNEGKQSCVL
NTDB id 351360 EZJ17 RS07140 WP 067444033.1 LPPPDVLVLSHHDADHDGGFPAVQAAFTPRKLYAGQPEAYAGAVEWCAGGTAWEWDGVHFEFLTPPRQPQADDNEQSCVL 634
NTDB id 1128 NGFG RS01490 WP 020997305.1 VRRLDKLVLSHHDSDHDGGFQAVGK.IPNGGIYAGQPEFYEGARHC..AEQRWQWDGVDFEFLRPSERKNIDDNGKSCVL 615
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 RVLANGQAVLAGGDLGIAGERWLVGTYGDSLHSQLLVLGHHGSRSSSDSAYLNAVAPEAAVAANGFANPYGHPAAIVRHR 714
NTDB id 1128 NGFG RS01490 WP 020997305.1 RVVAGGAALLVTGDLDTKGEESLVGKYGGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTEAVQNR 695
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NTDB id 351360 EZJ17 RS07140 WP 067444033.1 LSAHHIRLYTTARSGQLDFVLGQGGAIQ.PQRLGRRFWQRKPFEE 758
NTDB id 1128 NGFG RS01490 WP 020997305.1 VRAHGIKLLRTDLSGALQFGLGRGGVKAQRLRVYKFYWQKKPFE. 739
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