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NTDB id 351243 AHTJR RS07390 WP 134252176.1 MNNKNNNMQISKFHFVNPRTQSLAFRLAERSSSARLNRDHSEHSSSSCARTKFHFVNPRSGFTLVELLVAIAIFAVLSML 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .......MI..KNKYI..HIRSIASRLAARSSSA....................RLTRASGFTLVELLVAIAIFAVLSLL 49
consensus *******! **! ****** !*! !!! !!!!!******************** * * !!!!!!!!!!!!!!!!!!!*!
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NTDB id 351243 AHTJR RS07390 WP 134252176.1 GWKVFDYLLKVKDRNAEHEVNLFALQDAYQQILRDSLQIIPLTANDGRQLQAALVLNDQVFMFSKAGVSDPLMQGLSPYE 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 GWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFE 129
consensus !!!*!!!!!!!*!!!!!!!!*!! !!!!!!!!!!!*!!!!!!*!! ! !!**!! * !* !!!!!!*!!! !!!!!*!
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NTDB id 351243 AHTJR RS07390 WP 134252176.1 RIEYRFDESQKRLYRLKYTNLNIPNRVQPMSSVLLDNVERFKVSVFNPQELMQWPENNVDPENTAELRKLPLGLKIQLTV 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTV 209
consensus !!!!!*! !!*!!!!!!!!!! *!! !!*!! !! *!* * * ! !!!* !!! !*!! * !!*!!! !*!!!!!!

logo AGTVDNYEWIYRSL INDQGRDSLQDSLSQSQEGNS
NTDB id 351243 AHTJR RS07390 WP 134252176.1 AGTDYEWIYRLIDRSQDSQ..... 259
NTDB id 1076 ABD1 RS08075 WP 000594585.1 AGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !! !!!!! ! *****
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