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NTDB id 351230 AHTJR RS01615 WP 113996606.1 MIRSERGSTLIVVLMVLLLIMIVGTLAIRQSISSLKLVTNNQIQALLLQSSDAALLALQNPNNTPDIAAANGIVGFFKNE 80
NTDB id 1004 ACIAD RS15015 WP 004923837.1 MKKQQQGATLIIVLMILLLIMVVGTLAIRQSISSLKMVSNNQIQALLLQNSDAALMYFQNPVNTTTLAAPDGVVNYFRNN 80
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NTDB id 351230 AHTJR RS01615 WP 113996606.1 NHKEAELVFCFSESSPFTLSKGAYLLNSPNWESLGGGACTKDSKSAGRKQVVTQVYIKRA.TTPTAPFADLARGTEVLGA 159
NTDB id 1004 ACIAD RS15015 WP 004923837.1 SNNTQELVTCFNKTDPFRLVRMGTVNSSGKV..DNQASCKSTDASGGRNQVVTQVYITKVSSTNNQPFADLARGTDITTA 158
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logo KTEESS IVRLQRLVFTSVVSVLMQTGFL ILSDSDTDKLAI LFKKSTAADEGNCLNVKS ISADNAGKNENAVAVESCLKQNSEKEQNQAPLYNMSQVAEYRFLSDFEPPS
NTDB id 351230 AHTJR RS01615 WP 113996606.1 KTEESIRLQVFVVSVMQGLLSDTDKILFKKSTAADEGCLVKSIDNAGKNEVAECLKQNKENPLYNMQVAEYRFLSDFEPS 239
NTDB id 1004 ACIAD RS15015 WP 004923837.1 KTESSVRLRLTSVSVLTGFISSDDLA..........NCLNKSSA.....NAVSCL..SEQQALYNSQVAEYRFLSDFEPP 221
consensus !!! !*!! * !!!* ! *! ! ********** !! !! ***** !!** **!!! !!!!!!!!!!!!!*
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NTDB id 351230 AHTJR RS01615 WP 113996606.1 GS 241
NTDB id 1004 ACIAD RS15015 WP 004923837.1 Q. 222
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