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NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQAS..QYPTFV 78
NTDB id 351229 AHTJR RS01605 WP 134251374.1 .....MNHNNQKGVGLVEVLVALLLLAIAVLGFAALQLKAVDASAEANQQVLALTIARDLAERMRANPQGLREGEYKIGA 75
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
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NTDB id 1067 ABD1 RS15745 WP 002194578.1 RSYSNYTSDTPAPTSCFNSLC.TASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTN 156
NTDB id 351229 AHTJR RS01605 WP 134251374.1 VAI.P.TEVET....TAGS....AKEIAEQDLQNASFQANKNGMNLAVTDCPIG......EHRQCIYVAWGSTSLSSSKG 139
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ALAKD.TKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNFTN. 154
consensus ! * * * *!* !* *!* !* ** *!! *!! * ** !! *** !!!****!**!* *
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NTDB id 1067 ABD1 RS15745 WP 002194578.1 GTNTSVDVSSCM.SNNGVYVNNSTCLMMEAY 186
NTDB id 351229 AHTJR RS01605 WP 134251374.1 SGK..DDVEACI..KDSVYVKGSHCLFLEAY 166
NTDB id 1003 ACIAD RS15025 WP 004923832.1 .......SDTCYKSGGSSYERNTTCLFLEAY 178
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