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NTDB id 351152 E2K99 RS21475 WP 121040480.1 MFSFFKRKPKPEAQPALPPQAEPAAQ.....PAPVVPPPTESVAPAPAAPAAVQPPVAAPAPVAPPAPTPIADPEPVPQP 75
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLA.......ESVKGRAESA..VETVSGAVEQVKET 71
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NTDB id 351152 E2K99 RS21475 WP 121040480.1 L.TAPAAPPEPVAAIE........ESAEEV.EIVAAPEPAPEVKRSWLSRLKAGLSKTSS....NLTTLFVGARIDEDLY 141
NTDB id 1118 NGFG RS11455 WP 003696286.1 VAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLY 151
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NTDB id 351152 E2K99 RS21475 WP 121040480.1 EELESALLVSDAGVEATQWLLAELKKKVKNERLTEAAQVRTALRTLLIDLLQPLQRPLVLGR.DKPLVMMIAGVNGAGKT 220
NTDB id 1118 NGFG RS11455 WP 003696286.1 EELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKT 231
consensus !!!!* !* ! !*!!! *!* *** *! ! ** *! !!* ! !!* !! *!!!!* * ! !*!*!!*!!!!!!
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NTDB id 351152 E2K99 RS21475 WP 121040480.1 TTIGKLALHLQAHGQSVLLAAGDTFRAAAREQLAVWGERNNVQVIAQESGDPAAVAYDSVHSAQARGTHVVMVDTAGRLP 300
NTDB id 1118 NGFG RS11455 WP 003696286.1 TSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLP 311
consensus !*!!!!! * !!*! !!!!!!!!!!!!!!!!!! !! !!!! !! ! *!!*!!!**! !* ! !!! **!* !!!!!!!
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NTDB id 351152 E2K99 RS21475 WP 121040480.1 TQLHLMDELKKIKRVIAKAMNSAPHEVLLVIDGNTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIAKTRPVPL 380
NTDB id 1118 NGFG RS11455 WP 003696286.1 TQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPV 391
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NTDB id 351152 E2K99 RS21475 WP 121040480.1 YFIGVGEKIEDLQPFNATEFVDALLS 406
NTDB id 1118 NGFG RS11455 WP 003696286.1 RYIGVGEGIDDLRPFDARAFVDALLD 417
consensus *!!!!! !*!! !! ! !!!!!!
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X ≥ 50% conserved


