
logo

MM
S
A
VLSTIGDKRRLGAAI LLDAQGLYLGTDENDELQRALERHRSEVGGRSLADEVL IVDMSGLML

V
G
SEKRR IAQRATI EDEARFLGIPLVENLHLARVEQI

P
D
PPAKAVKL

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
consensus

logo

A
R
L
S
I
L
P
R
A
P
E
Q
K
TAKLENLKQAFIPFALDEEEAGDGRVLVRVAFLLVDNPLDSSTFLS ILEETLVEDDLSTGFLDVI

VEPYQATLTKRESAEFVLMW
YAI

LAKTHYPELGLEP I
V
P
V
P
VPSGAP

NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
consensus



logo

SDGAEGQRKTDGGLKLGELRL ILQTHKGW
YI STDRAEAQLEQEVALDVAEQEQKQTGDEALLGAR I

TL IVSQRKRAGI
L
P
TEDEAQLYERAVLAEQEKGLTETFLEPNSPTESGFIHVPDGEPESAVAL

NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
consensus

logo

G
L
L
S
L
MLRASDALRLYGLAVP I

V
D
G
E
F
Q
T
E
N
G
Q
E
GVETVLVLTSDPRHKKREPADI

V
A
D
A
QL ILGNRPAVQRFLMYLATLRPQRADI

WEERLFI ERQRAFYPQKRGNRLGEQVLVQEGKTMLTSSR

NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 .............................................................................MTS 3
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
consensus



logo

D
E
S

A
Q
S

S
L
K
R
S

K
E
K
A
S
L
M
A
E
Q
R
S

L
V
A
A
F
L
V
Q

H
K
A
T

E
G
L
R
T

L
P
R
S
E

G
N
Y
P
Y
R
K
M
A
H
S
V
F
L

Q
V
K
S
T

N
P
G
I
F
L
F
I
L
V
S
G
A
N
Q
E
T
R

K
L
R
V
I
I
L
T
R
V
A
L
E
Q

G
K
N
A
L
E

E
Q
K
G
F
I
V
Y
H
L
I
A
L
V
N
R
D
S
T

K
V
F
P
A
A
D
Q
S
T
E

D
E
K
N
T
Q
L
A
V
E
M

D
I
R
Q
E
A
H
T
E
Q
S

V
L
A
H
I
V
Y
L
D
K
T
V
Y
Q
E

A
L
N
K
Q

E
Q
A
V
A
N
R
S
K
Q
V
K
R
A
E
F
M
T
A
G
S

D
K
G
R
T
G
K
Q
I

E
I
D
R
S
F
I
T
M
V
L
Q
E
L
V
P
Q
A
D
P
E
E
M
T
A
Y
I
L
F
K
I
L
V

A
K
D
E
Q
S

D
E
L
V
N
S
TGFK

N
R
S
V
G
H
S
V
E
F
I
K

F
I
L
H
Q
R
T
S
L
A
S
P
D
H
K
L
Q
S
E
A
M
Q
S
T
L
E
I
L
C
R
T
A
A
L
R
T
Q
E
A
I
K
L
Q
S
Y
H
T

F
K
NI
M
S
T
K
Q
S
N
W
Y
D
Q
T
A
F
I
L
F
L
K
H
E
K
T
A
V
I
L

NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQS..GKLRPEALAQA...........V 384
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQS..GKLSPEMLARS...........L 384
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ......................................................................MSQYTI.... 6
NTDB id 1366 NTHI RS01950 WP 011271972.1 ......................................................................MTSYALLHT. 9
NTDB id 1355 HI 0298 AAC21962.1 ......................................................................MTSYALLHT. 9
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 .................................MES......RMDKIFQAYI.D...NEISLDEICTKFNITSWDFFKKL 37
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYK...KNQLF.EL 79
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIALT...........A 61
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTEQ...........L 53
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTEH...........L 53
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAEH...........L 53
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAEI...........I 61
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAET...........I 61
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEH.YYNESQAGKEVLPMLFSD..GVISPKSLAAL...........I 52
consensus * * * * *

logo

K
A
S
H
L
N
Q
R
T
V
A
S

F
L
N
E
I
Q
V

C
Y
L
Q
F
A
N
S
R
G
C
E
Y
L
V

D
H
E
T
S
P
C
E
I
L
M
S
A
F
Q
Y

F
K
P
Q
T
V
L

E
S
T
N
D
E
I
G
P
L
G
I
D
N
R
S
E

C
H
R
E
I
Q
V

A
D
I
N
F
Y
E
T
P
D
R
T
V
P
Y
I

G
H
D
S
A
L
N
Q
R
S
T
P
QQD

M
A
N
S
D
D
E
R
L
G
K
V
F
I
W
L

A
Q
V
E
I
L
P
C

A
G
M
P
V
Y
R
K
Q

E
G
R
T
D
L
Q
N

C
F
G
K
M
V
Q
L
E
F
L
Q
V
G
I

E
N
T
D
Q
L
P

F
K
L
Q
R
E
A
Q
D
E
K
S

Q
T
L
A
M
C
L
I
K
Q
V
R
T
L
E
K
R
F
H
Y
A
D
G
H
L
V
F
K
N
R

C
M
F
I
V
A
F
M
V
L
L
P
H
I
V
L
H
I
N
Q
V
A
F
R
K

H
K
N
S
L
Q
E
R

N
E
Q
T
R

EGDES
N
P
G
P
Q
T
D
H
S
N
G
I
L
N
V
K
S
T
R

F
V
L
F
I
M
V
L
W
Y

F
I
V
L
I
L
G
A
R
M
T
V
V
A
K
D
S

K
N
S
D
E
L
P
C
D
N
R
S
T
K
L
Q
S
N
M
V
Q
I
L
F
L
P
T
A
S
E
Q

L
Q
S
A
M
Q
I
C
E
L

K
Q
E
D
I
K
Q
A
T
E
D

T
L
V
F
I
N
Q
V
K
A
R
R
T
L
A
F
I
M
T
L
G
I
K
R
S
F
C
H
M
R
V
I
N
A

A
E
K
S
T
H
K
G
LNFI

Y
K
L
A
K
L
N
P
E
Q

NTDB id 1028 TT RS08215 WP 011173991.1 ATQLGYPYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYE 456
NTDB id 1306 DR RS10060 WP 027479822.1 AAQLGYEFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KE 451
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .....CEQQTERIFDISP...SRWQKNCEEKQLLLRYLAVPVQET...EHKLWLAVDDENNLTACEIFA...FMTH..KQ 70
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...QRVTAQNGEIFTISP...DLWERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIA...FITG..KP 75
NTDB id 1355 HI 0298 AAC21962.1 ...QRVTAKNGEVFTISP...DLWERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIA...FITG..KP 75
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ANFCNLHFVDLDE.......DNDFIYEGIPFSLLLKFKFLLIKNN....DGFMIIRSKPCSLELLEQVKTFMICEK.... 102
NTDB id 1410 SGL RS13950 WP 010873519.1 KVLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKG..FE 157
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AQNFGVPMLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTG..LN 128
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SHIFGLPETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATG..LQ 120
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SSVFGLSCTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATG..LQ 120
NTDB id 1293 VP RS12240 WP 005479695.1 SSIFGLSQPELSQYEYAS.....LCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATG..LQ 120
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SLEFGEPLLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSK..LK 128
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SAEFAEPYFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSK..LL 128
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ARVFSYSILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAG..IA 119
consensus * * * ** ** *** * *** ***** * * * * **



logo

L
T
I
V
A
D
H
L
R
E
A
R
T
L
P
L
A
I
V

I
L
V

I
M
L
A
V

A
T
D
E
D
Q
T
F
E
H
S

A
H
K
L
S
R
D
A
D
E
Q
K

F
I
L
I
N
Q
A
E
S
T
K

G
Q
T
Y
E
R
A
K

I
V
A
L I
L
G
S
D
N
Q
E
R

A
E
N
W
Q
R
F
I
V
H
Y
L
G
L
R
S
T
F
Y
I
S
T
V
A
P
G

A
H
I
K
N
Q
E
R

A
R
E
K
Q
S

G
I
Q
S
L
M
T
E

E
F
G
H
L
P
Q
S

E
G
H
I
L
S
W
F
Q
V

A
D
G
K
L
N
Y
E
I
Q
A
F
K
L
E

D
A
E
Q
N
S

D
E
L
S
T
G
K
Q
V

E
G
Y
L
V
K
R
EDIQNSEQRDG

E
A
D
E
I
F
L
E
K
D
A
E
N
R
S
K
L
G

Q
D
L
NDLTDI S

V
GSE

I
V
D
I
N
E
E
L
M
S
V

A
E
K
M
N
D
D
G
I
P
S
L
V

GEK
R

D
N
Q

A
D
E
P
S
G
H
K

A
D
F
L
E
T

E
Q
R
T
A
Y
D
D
F
L
V
E
Q

L
S
E
H
I
V
D

I
L
N
T
W
E
D
Q

A
P
S
Y
D
N
Q
E

A
D
L
P
T
E
I

A
N
Q
S
T
H
D
E

E
H
L
N
P
S
T
A
F
D

N
P
Q
V
K
S
E
L

A
D
R
E
L
V
Q
S

G
K
L
N
T
D
E
A
Q

E
L
N
D
N
Q
D
E
D
G
V
E
A
S
C
A
P
A
I
V
P
Q
I
S
V

N
Q
K
R
I
V
F
Y
L

F
L
V
I

NTDB id 1028 TT RS08215 WP 011173991.1 VAPAVATEAAITKLIERFYGKAELSEIAK.......EFAK................KQAEEEV..PSPLELDESAAQKFV 511
NTDB id 1306 DR RS10060 WP 027479822.1 ILPAVMAEKDIIRLIERYFGEKGFEKLNK.......ELAE................RNKTQQSQEADLSVADESAIVQVV 508
NTDB id 1384 A4U84 RS08525 WP 010787006.1 IEPVVIASDELKYLLNALSPEQQPIYEES.............................ELAFVEQEQEQLNLNDPIIQLL 121
NTDB id 1366 NTHI RS01950 WP 011271972.1 VEPILLESSQLKELLQQLTPHQMQVEEQV.............................KFYQHQETHFEQEDDEPVIRLL 126
NTDB id 1355 HI 0298 AAC21962.1 VEPILLESSQLKELLQQLTPNQMQVEEQV.............................KFYQHQETHFEQEDDEPVIRLL 126
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 IDTAIADELKIAKILNQIRIQ..............EEIKRL......S..I.......KLRLEWQENHKRDDQSCISQIF 153
NTDB id 1410 SGL RS13950 WP 010873519.1 LRRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLV 237
NTDB id 1251 GCO85 RS07725 WP 011946523.1 THAIVVETDKLSALIDNLLTAKESQGLSEYVEDS.GDLEGL.........EISAD...DEDQDIDTATSVTDDAPIVKFV 195
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VELALADHRALQAAIRRLYGRSIQGAANQGKEISQDELANL.........V..KV...SDDELQSIEDLSQDDSPVSRFI 186
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VELVLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAGL.........V..DI...GEDEIENIEDLSQDESPVSRYI 186
NTDB id 1293 VP RS12240 WP 005479695.1 VELVLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELASL.........V..DV...GADEIDNIEDLSQDESPVSRYI 186
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VEPIIVEHDKLERLLSEHFVEETHFNFDT......EELDLD.........VEVDP...HTTDDDDEDDKLKDEAPIVKYI 190
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VEPVIVEHHKLEKVLGQHFAEESSFDFND......EEFDLD.........VNLDG...PTAQEDEEEAPQGDEAPIVKYI 190
NTDB id 351138 E2K99 RS01885 WP 134221156.1 .....................................................ML...H....TPDTAVADDDVPVVRLL 20
NTDB id 1110 NGFG RS09235 WP 003689817.1 VELVIVEDDQLAGLLDWVGSRSTSLLQEL......GE..GQ.........EEEES...HT...LYIDNEEAEDGPVPRFI 176
consensus ** **** * ** * * ** **** *

logo

K
H
D
N
F
N
S
K
Q

T
V
L
I
I
F
L
H
K
S
A
E
I
R
L

F
K
S
E
D
C
I
A
A
F
I
V
L
A
G
S
L
Q
R
E
F
S
M
Q
K

H
S
D
N
G
T
ASDLIHVLIFEAFTPFQTLRYKNQAEEQRHKNDAEKLNTDMSQALVFYI

K
L
Q
R
I
VRYFLRKLQCVIDGQAIVLNVIQHRLQPEAFLTVYIQFKNSVPQADINLSTQFILPLAESPANRISLKADKGISHQVAFILLTYRSADEGPQTSRNKQARVILMTSVIAFTASHVRFVILKFLVIMLGASCDGHNQRKMLNDLI SAELSNKRRKQSIVLTPQDGGQSKRMVFI ESQRKMRYFLADIRTKI

M
Y
F
T
L

A
E
N
Q
T
S

E
R
F
L
Q
K
GNGA
D
S

NTDB id 1028 TT RS08215 WP 011173991.1 KQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGA 588
NTDB id 1306 DR RS10060 WP 027479822.1 DSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGS 585
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSL.SIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTAL.A 199
NTDB id 1366 NTHI RS01950 WP 011271972.1 NQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.S 204
NTDB id 1355 HI 0298 AAC21962.1 NQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI.SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.S 204
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 DFLLHEILSFHASDIHIEARNDDALIRFRVDGILREFAIF.EKDIYEALVFHVKFLACLNLAESRKTQDGSFELDFE..N 230
NTDB id 1410 SGL RS13950 WP 010873519.1 NKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..G 315
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.S 273
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.D 264
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.D 264
NTDB id 1293 VP RS12240 WP 005479695.1 NQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.D 264
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.S 268
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.S 268
NTDB id 351138 E2K99 RS01885 WP 134221156.1 HKLLADAVGMGASDLHFEPFEHLFRVRLRLDGVLHELAQP.PLSLRDKLATRLKILARLDIAEKRLPQDGKMRLA..LGA 97
NTDB id 1110 NGFG RS09235 WP 003689817.1 HKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGG 255
consensus * ** *** *!!*! !* * ***!*!*!!*! * * * ** **!** *** !*!**!!!*****



logo

E
I
D
K
R
T

K
P
R
D
I
T
A

Y
L
V
IDLMFRLVNSCSTCLPLSTQRSHIVLAWYFGESKALVICVI

M
LRVAILQLNKQDHTKPNSGDKASKQPASDENTVAKNQAEMISFPLNESGDFLIALNYSEDFDEAQKL INGLTMFYAGTSENDNEPADFGKSVYENQTVNQFRYLQKKTAEQI

N
R
T
A
L
V
L
Y
F
R
T
K
M
Q
L
D
Q
K
N
R
E
L
S
I
V
A
A
I
L
A
D
E
N
Q
H
K
R
S

Q
K
RPHNYQGI

L
M
M
F
L
V
I LLIMVTGPTGSGKSTFTIVTSCTLFYASTI

T
V
C
A
GLARSKQNYEWRIRILKANQSKTMSIEP

NTDB id 1028 TT RS08215 WP 011173991.1 IDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATP 668
NTDB id 1306 DR RS10060 WP 027479822.1 IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKP 665
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQM 279
NTDB id 1366 NTHI RS01950 WP 011271972.1 DILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTP 284
NTDB id 1355 HI 0298 AAC21962.1 DILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTP 284
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ERYDFRVSCLPLIYGESVVIRILKHDKEILDLYKLNLGNKNLEILKKILHRPNGMILLTGPTGSGKSTTLYACLNELKSI 310
NTDB id 1410 SGL RS13950 WP 010873519.1 RKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSP 395
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTI 353
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTS 344
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKP 344
NTDB id 1293 VP RS12240 WP 005479695.1 TAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKP 344
NTDB id 1018 ACIAD RS01685 WP 004920473.1 KTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTE 348
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTE 348
NTDB id 351138 E2K99 RS01885 WP 134221156.1 RTVDFRVSTLPTQFGEKIVLRILDTAQAALSISDLGYEPAQQEALLQAISKPHGLVLMTGPTGSGKTVSLYACLQRLNQP 177
NTDB id 1110 NGFG RS09235 WP 003689817.1 KPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTE 335
consensus *!*!****!***!!****!** * ** !** * ** ** *!*!**!*!!!!!!!!*******!* ***

logo

G
H
Q
S
D
E
A
S
I
V
K
K
H
N
T
I
I
L
N
Q
T
A
M
S
S
TI
AEDPAIVEYIAYKENVILESDPLGLVIQTVINQI

T
S
V
L
S
N
Q
L
I
V
I
Q
N
D
E
N
S
R
P
E
R
S
Q
K
K
Q
T
A
V
I
Q
G
V
M
F
L
E
G
D
TFNSAGLNQSAER I

V
L
ALKRTAS IFMLRQDPDVI LVI FLMI

L
VGETIRDKQSELDESTLAMRDKEMTIATVLI ERKASALQTGHMLLVFIMLTASTLHTNNSDAI

L
P
A

NTDB id 1028 TT RS08215 WP 011173991.1 DKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAA 748
NTDB id 1306 DR RS10060 WP 027479822.1 EKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAP 745
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDAL 359
NTDB id 1366 NTHI RS01950 WP 011271972.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1355 HI 0298 AAC21962.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 EKKIISAEDPIEYKIPLVQQILLNSKVGVEFNSVLRAILRQDPDIIMIGEIRDEESLDIALKASLTGHLLLSTLHTNDAL 390
NTDB id 1410 SGL RS13950 WP 010873519.1 EVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAA 475
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAA 433
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAA 424
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAA 424
NTDB id 1293 VP RS12240 WP 005479695.1 EINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAA 424
NTDB id 1018 ACIAD RS01685 WP 004920473.1 HANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAA 428
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAP 428
NTDB id 351138 E2K99 RS01885 WP 134221156.1 GVNIATAEDPVEINLPGINQVSINERAGLDFALALRAFLRQDPDVLMVGEIRDLETADIAVKASQTGHLVLSTLHTNDAP 257
NTDB id 1110 NGFG RS09235 WP 003689817.1 SVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAP 415
consensus * ** **!!!*!* * ***!********* !* *!****!!!!!****!!*!! *****!**!**!!!****!!!!! !



logo

Q
A
G
S
E
A
T
V
L
I
A
D
E
N
I
S
TRMLAEVDQRSLDEQNLMQGAIVKAPQEAENTQPSHYFLMENVLI EKQSAGTANSASVL IMTNLSGL IVMVLI SAQRLLMAVRRKI

V
LC

E
N
R
T
K
P
S

C
S
W
E
H
Y
K
Q

R
C
G
R
K
A
P
R
V
G
I
Q

K
E
N
V
A
P

A
G
I
R
S
T
Y
Q
V

G
H
N
Q
R
D
K
E

A
D
H
I
K
R
T
V
P

F
H
N
T
D
S
P

A
E
T
V
Y
K
P
S

A
I
N
Q
R
E
L
Q
S
A
E
G
T
V
L
Q
L
I
K
H
L
R
S

Q
R
E
I
V
F
M
L
A
G
L
I
F
A
K
Q
S
T

A
D
N
T
P
E
N
Q
R
S
A
E
T

G
E
D
D
N
Q
I
L
E
L
Q
R
V
I
A

H
Q
V
G
K
V
P
TFYKANSLSPDEFIHND

E

G
W
A
F
L

E
N
Q
Y
A
F
K
R

E
F
I
Q
T
V
R
L

M
Q
A
Y
F

Q
V
E
R
K
N

NTDB id 1028 TT RS08215 WP 011173991.1 QAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPE.TLRRLGLSEAEIQG...............ARLYK 812
NTDB id 1306 DR RS10060 WP 027479822.1 GAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPE.VLRRLGISERDIRG...............ANLMR 809
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV......................................... 398
NTDB id 1366 NTHI RS01950 WP 011271972.1 SAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGN......................................... 403
NTDB id 1355 HI 0298 AAC21962.1 SAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGN......................................... 403
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 STIDRLLDMQAKSYLIASALSLVIAQRLVRKLCPWCKQKSKKHYI...........................EFEGEFFE 443
NTDB id 1410 SGL RS13950 WP 010873519.1 GAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKE.ELSRFGLSASGDEVVTFYKANSLSPDEIHLARQK 554
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV...............NLKLYK 498
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSA.LLQSQFAFQPNEIL.................YEAN 486
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNS.QLQH.IGIANTEQI.................FQAN 485
NTDB id 1293 VP RS12240 WP 005479695.1 ETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTV.QLQH.LGIQTTDNI.................FRAN 485
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPIQVPERS.LLEMGFTPEDLAQP.............EFQIFE 494
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPADIPKQS.LLEMGFTEQDLAHP.............DFRVFQ 494
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ATLTRLLNMGVPAYNIAASVSLIVAQRLVRKLCRCRRPAGGTP.................................ATFV 304
NTDB id 1110 NGFG RS09235 WP 003689817.1 ATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.K.............DWKLYR 481
consensus ** !* **** **** ** ****!!!*!**! ** * *

logo

L
A
G
P
H
I
K
M
N
T
A
D
V

L
N
G
S
C
H
L
Q
C
D
P
E
N

A
K
Q
D
R
EC

N
S
Y
G
H
R
T

H
Q
G
G
E
H
S
T
QGFYFSRKGRAEMYITVALGLVIAFHYQECFLVLMAESHRVKPNRMWFIVNQSDTKTADPQEADKRNSEMILGQRASCHQSKRETVILALIGLNRVIMNSKQAEQRDNGKQRGADGPTNSEIKSTVAADVTHL IKQRGDEFYLIDGMRAKLEAERDKACITQVLSTAALRVYEIKQGRSTYEQKAKSYTLNEDGI

L
F
M
E
L
R
V
I
K
N
S
Q

D
S
N
T
I
M
L
L
F
Q
R
A
M
Q
R
E

Q
Y
A
D
S
A
S
G
K
I
L
N
Q
Y
L
K
E
L
K
I
A
L
V
E
Q
R
S
L
M
K

R
E
Q
Q
G
E
Y
V
L
ITNDTSVIEFLADGRSTKQEE I

L
V
D
T
E
N
Q
L

A
R
C
N
R
V
V
L
T
A
F
I
N
R
V
S
G
Y

S
T
Y
D
K
E
F

D
E
N
L
S
T

NTDB id 1028 TT RS08215 WP 011173991.1 GMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE.. 889
NTDB id 1306 DR RS10060 WP 027479822.1 GTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS.. 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 G..CDECY.QGYRGRIGVYQCLSRTAK............KFDKQTA.YLDFSSLRESAKQKIEQQLTNETEVDRVLGYE. 461
NTDB id 1366 NTHI RS01950 WP 011271972.1 LINSCDCH.QGYRGRIGVYQFLHWQQN............GY......QTDFENLRESGLEKVSQGITDEKEIERVLGKNS 464
NTDB id 1355 HI 0298 AAC21962.1 LANSCDCH.QGYRGRIGVYQFLHWQQN............DY......QTDFKNLRASGLEKVSQGITDEKEIERVLGKNL 464
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 PKGCERCHHSGFFGRELIAECLEINEDLACAIRENQDKTILMELAK.KYGFQTMFEQGLKKAKEGLTSIDELLRVVR... 519
NTDB id 1410 SGL RS13950 WP 010873519.1 GNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDT 633
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD.. 574
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF.. 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF.. 561
NTDB id 1293 VP RS12240 WP 005479695.1 PDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF.. 561
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE.. 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE.. 570
NTDB id 351138 E2K99 RS01885 WP 134221156.1 PHGCPACNQTGFRGRTGIYQVMPVSAAMQSLILAQAGTLDLGRQAQ.AEGIIDLRRAGLLKVLRGETSVGEILACT.... 379
NTDB id 1110 NGFG RS09235 WP 003689817.1 AVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND.. 558
consensus ** ! !**!!******* * ** * ** * ** *** *** ** ***!** !* **



logo

GLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1028 TT RS08215 WP 011173991.1 ....................................... 889
NTDB id 1306 DR RS10060 WP 027479822.1 ....................................... 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ....................................... 461
NTDB id 1366 NTHI RS01950 WP 011271972.1 ....................................... 464
NTDB id 1355 HI 0298 AAC21962.1 ....................................... 464
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ....................................... 519
NTDB id 1410 SGL RS13950 WP 010873519.1 GLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ....................................... 574
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ....................................... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ....................................... 561
NTDB id 1293 VP RS12240 WP 005479695.1 ....................................... 561
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ....................................... 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ....................................... 570
NTDB id 351138 E2K99 RS01885 WP 134221156.1 ....................................... 379
NTDB id 1110 NGFG RS09235 WP 003689817.1 ....................................... 558
consensus

X non conserved

X similar

X ≥ 50% conserved


