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NTDB id 35112 APRE RS02235 WP 015777378.1 MAKKEFQKPKNFKKTMKELMVYLKPYVSLIIISLIASIVATVLQIIGPDKLKLITNEISKGLPQMVDDKPIVKAIDMEAVKSISL 85
NTDB id 370 SMU RS04260 WP 002263294.1 .......MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK.........IDLDKIGEIAL 69
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NTDB id 35112 APRE RS02235 WP 015777378.1 TLLILYLASLILNTIQSFIMADVTQNISKSFREKISQKVNKLPFSYYDTTSIGDILSRVTNDVDTISQSLNQAIGNLLTSIIMLV 170
NTDB id 370 SMU RS04260 WP 002263294.1 TLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLI 154
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NTDB id 35112 APRE RS02235 WP 015777378.1 GSLVMMLVNSPALTLTTILSSFVGFVFMTVIMKKSQKYFKDQQKNLGAINGQIEEVYTGHEVVKAYNAGSRVIDEFEVTNEKLYT 255
NTDB id 370 SMU RS04260 WP 002263294.1 GSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
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NTDB id 35112 APRE RS02235 WP 015777378.1 SAWKSQFLSGLMMPIMQFSGNFSYVMVCIVGGALAIEGKISFGVIVAFMIYVRLFTQPLSQIAQGFNTLQRAAAAGERVFEFLNE 340
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDE 324
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NTDB id 35112 APRE RS02235 WP 015777378.1 KEEEKEEGK.IYLDKAKGQVEFQNVKFGYKEGQTIIKDFSVKVNPGEKIAIVGPTGAGKTTIVNLLMRFYEINSGRILLDGIDTK 424
NTDB id 370 SMU RS04260 WP 002263294.1 EEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIH 409
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NTDB id 35112 APRE RS02235 WP 015777378.1 DITRVNLRDQFCMVLQDSWVFEGSIKENITFGQEDIEDREVIEVCKKVNLDHFIRTLEDGYDTILNDKNTLSQGQLQLLTIARAM 509
NTDB id 370 SMU RS04260 WP 002263294.1 DMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARAL 494
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NTDB id 35112 APRE RS02235 WP 015777378.1 ISKAPILILDEATSSVDTRTEIIVQDAMDKLAKGRTSFVIAHRLSTIKNADLILVMKDGDIVEKGKHDDLLEKGGFYADLYQAQF 594
NTDB id 370 SMU RS04260 WP 002263294.1 LKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQF 579
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