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READYFVINCTVLTIWRRKPQSTAETNFMTVALTNLYFACLTQKKGSLAIVGVSVDGR I
LQTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 350997 E2L09 RS11015 WP 322107451.1 MINNVTLVGRLTKDPDLRYTASGTAVATFTLAVNRNFTNQNGNREADFINCVIWRKPAETMATLAKKGSLIGVVGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSN..QSNGSQQSGFTSPQQ....TGNAPAANNTQADPF 154
NTDB id 350997 E2L09 RS11015 WP 322107451.1 TYDNQQGHRVYVTEVVADNFQLLESKAATEAVRTLINRLPIQVPLPLNNGIQTMDWTLHKLHLVDNQSILAMMIYRSKQF 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN....QGNSFNDDPF 156
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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NTDB id 624 LCA RS00040 WP 011373726.1 ANNGQAIDISDDDLPF 170
NTDB id 350997 E2L09 RS11015 WP 322107451.1 FSIGCIRD........ 168
NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................ 113
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