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NTDB id 600 KW2 RS01765 WP 011675413.1 .....................MATKK......K...TNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQ 49
NTDB id 269 KZH43 RS08665 WP 001085462.1 ......................MAKK......P...KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 228 SPD RS09265 WP 001085462.1 ......................MAKK......P...KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 194 SPR RS08825 WP 001085462.1 ......................MAKK......P...KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 159 SP RS09750 WP 001085462.1 ......................MAKK......P...KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 499 SM12261 RS08315 WP 078228268.1 ......................MAKK......P...KKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ......................MAKK......P...KKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQ 48
NTDB id 453 Spy49 1753c ACI62003.1 ......................MAKK......L...KKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQ 48
NTDB id 408 SMU RS09530 WP 002262392.1 ......................MAKR......I...KKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQ 48
NTDB id 115 BSU 16940 NP 389576.2 ..............................................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDT 33
NTDB id 625 LCA RS02525 WP 011374196.1 ............................................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDT 35
NTDB id 1313 DR RS12030 WP 010888966.1 ................................MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKL 47
NTDB id 1245 Cj1673c YP 002345041.1 .............................................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVE 34
NTDB id 1211 C694 RS00795 WP 000963128.1 ...........................................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVE 36
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...........................................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVE 36
NTDB id 1334 RA0C RS04870 WP 004918236.1 ...................................MAKTE..TTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDH 43
NTDB id 35098 KSED RS08665 WP 373419157.1 MQTRKCRAGINHTGLWEVLRRRWARPTRCEKEVVSMAGKN..NADPNAERTRSLDAVMSQIEKQHGKGAVMRLGDD.TRP 77
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ......................MAEN....KKSSKNNTVV..KQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQL 51
NTDB id 1130 NGFG RS03960 WP 003688695.1 .............................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEE 35
NTDB id 1124 NGFG RS03960 WP 003688695.1 .............................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEE 35
NTDB id 1123 OK783 RS03845 WP 003688695.1 .............................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEE 35
NTDB id 1427 RS RS02760 WP 011000510.1 ......................MEDG............KK..AASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVE 43
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .............................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAM 34
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .............................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAM 34
NTDB id 1205 PSJM300 05545 AFN77183.1 .............................................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQ 34
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .............................................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQ 34
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .............................................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQ 34
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NTDB id 600 KW2 RS01765 WP 011675413.1 KVSVVSSGSLALDIALGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELL 129
NTDB id 269 KZH43 RS08665 WP 001085462.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 228 SPD RS09265 WP 001085462.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 194 SPR RS08825 WP 001085462.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 159 SP RS09750 WP 001085462.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 499 SM12261 RS08315 WP 078228268.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 527 SMSK321 RS11065 WP 001085454.1 KVQVMSSGSLALDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 453 Spy49 1753c ACI62003.1 KVQVMSSGSLALDIALGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 408 SMU RS09530 WP 002262392.1 KVQVMSSGSLALDIALGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELL 128
NTDB id 115 BSU 16940 NP 389576.2 RISTVPSGSLALDTALGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELL 113
NTDB id 625 LCA RS02525 WP 011374196.1 QVSTVSSGSLALDEALGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLL 115
NTDB id 1313 DR RS12030 WP 010888966.1 DVQVVSTGSLSLDLALGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELL 127
NTDB id 1245 Cj1673c YP 002345041.1 QIDSIGTGSVGLDLALGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLY 114
NTDB id 1211 C694 RS00795 WP 000963128.1 KIDSISTGSLGLDLALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLL 116
NTDB id 1214 NCTC11637 00359 SQJ03206.1 KIDAISTGSLGLDLALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLL 116
NTDB id 1334 RA0C RS04870 WP 004918236.1 NIEVIPSGSLGLDLALGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELI 123
NTDB id 35098 KSED RS08665 WP 373419157.1 PIATIPTGSIALDVALGLGGLPRGRVIEVYGPESSGKTTVALHAVANAQKAGGIAAFIDAEHALDPEYAKKLGVDVDNLL 157
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DIESVSTGSLGLDLALGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL 131
NTDB id 1130 NGFG RS03960 WP 003688695.1 NLEVISTGSLGLDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELY 115
NTDB id 1124 NGFG RS03960 WP 003688695.1 NLEVISTGSLGLDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELY 115
NTDB id 1123 OK783 RS03845 WP 003688695.1 NLEVISTGSLGLDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELY 115
NTDB id 1427 RS RS02760 WP 011000510.1 PVQVVSTGSLGLDVALGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLL 123
NTDB id 1165 A1552VC RS01565 WP 000344154.1 DVETISTGSLSLDIALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELL 114
NTDB id 1142 GTF74 RS11550 WP 000344154.1 DVETISTGSLSLDIALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELL 114
NTDB id 1205 PSJM300 05545 AFN77183.1 AIPSISTGSLGLDIALGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLL 114
NTDB id 1074 ABD1 RS10195 WP 000344167.1 AVEAVSTGSLTLDIALGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLL 114
NTDB id 1022 ACIAD RS06390 WP 004925639.1 AVEAVSTGSLTLDIALGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLL 114
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NTDB id 600 KW2 RS01765 WP 011675413.1 LSQPDYGEQGLQIAEKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQL 209
NTDB id 269 KZH43 RS08665 WP 001085462.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 228 SPD RS09265 WP 001085462.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 194 SPR RS08825 WP 001085462.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 159 SP RS09750 WP 001085462.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 499 SM12261 RS08315 WP 078228268.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQL 208
NTDB id 453 Spy49 1753c ACI62003.1 LAQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQL 208
NTDB id 408 SMU RS09530 WP 002262392.1 LSQPDSGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQL 208
NTDB id 115 BSU 16940 NP 389576.2 LSQPDTGEQALEIAEALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQI 193
NTDB id 625 LCA RS02525 WP 011374196.1 LSQPDTGEQGLEIADALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQI 195
NTDB id 1313 DR RS12030 WP 010888966.1 VSQPDNGEQALEIMELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQV 207
NTDB id 1245 Cj1673c YP 002345041.1 VSQPDFGEQALEIVETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQI 194
NTDB id 1211 C694 RS00795 WP 000963128.1 VSQPDTGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQI 196
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VSQPDTGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQI 196
NTDB id 1334 RA0C RS04870 WP 004918236.1 VSQPDNGEQALEIADSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQL 203
NTDB id 35098 KSED RS08665 WP 373419157.1 VSQPDTGEQALEIADMLIRSGALDIIVIDSVAALVPRAEIEGEMGDSHVGLQARLMSQALRKITGALSNTGTTAIFINQL 237
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ISQPDNGEQALEICDALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQI 211
NTDB id 1130 NGFG RS03960 WP 003688695.1 LSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQI 195
NTDB id 1124 NGFG RS03960 WP 003688695.1 LSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQI 195
NTDB id 1123 OK783 RS03845 WP 003688695.1 LSQPDTGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQI 195
NTDB id 1427 RS RS02760 WP 011000510.1 ISQPDTGEQALEIADALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQI 203
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VSQPDTGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQI 194
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VSQPDTGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQI 194
NTDB id 1205 PSJM300 05545 AFN77183.1 VSQPDTGEQALEITDMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQI 194
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VSQPDNGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQI 194
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VSQPDHGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQI 194
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NTDB id 600 KW2 RS01765 WP 011675413.1 REKVGVM.FGSPETTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGIS 287
NTDB id 269 KZH43 RS08665 WP 001085462.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGIS 286
NTDB id 228 SPD RS09265 WP 001085462.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGIS 286
NTDB id 194 SPR RS08825 WP 001085462.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGIS 286
NTDB id 159 SP RS09750 WP 001085462.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGIS 286
NTDB id 499 SM12261 RS08315 WP 078228268.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGIS 286
NTDB id 527 SMSK321 RS11065 WP 001085454.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGIS 286
NTDB id 453 Spy49 1753c ACI62003.1 REKVGVM.FGNPETTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGIS 286
NTDB id 408 SMU RS09530 WP 002262392.1 REKVGIM.FGNPETTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGIS 286
NTDB id 115 BSU 16940 NP 389576.2 REKVGVM.FGNPETTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGIS 267
NTDB id 625 LCA RS02525 WP 011374196.1 REKVGVM.FGNPEVTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGIS 269
NTDB id 1313 DR RS12030 WP 010888966.1 REKIGVM.YGNPETTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFD 282
NTDB id 1245 Cj1673c YP 002345041.1 RMKIGAMGYGTPETTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLS 269
NTDB id 1211 C694 RS00795 WP 000963128.1 RMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGIS 271
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGIS 271
NTDB id 1334 RA0C RS04870 WP 004918236.1 RDKIGVM.FGSPETTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVS 282
NTDB id 35098 KSED RS08665 WP 373419157.1 REKIGVM.FGSPETTTGGKALKFYASVRIDVRRIET....L.KDGTDAVGNRTRAKIVKNKVSPPFKQAEFDILYGQGIS 311
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RMKIGVM.FGNPETTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGIS 285
NTDB id 1130 NGFG RS03960 WP 003688695.1 RMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGIS 269
NTDB id 1124 NGFG RS03960 WP 003688695.1 RMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGIS 269
NTDB id 1123 OK783 RS03845 WP 003688695.1 RMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGIS 269
NTDB id 1427 RS RS02760 WP 011000510.1 RMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVS 277
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFN 268
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFN 268
NTDB id 1205 PSJM300 05545 AFN77183.1 RMKIGVM.FGSPETTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIY 268
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTN 268
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVN 268
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NTDB id 600 KW2 RS01765 WP 011675413.1 STGELLNIAVEEGIIKKSGAWFAYNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETTASKTKA 367
NTDB id 269 KZH43 RS08665 WP 001085462.1 KTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
NTDB id 228 SPD RS09265 WP 001085462.1 KTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQDTENKKDE... 363
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