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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 350888 E2H97 RS01995 WP 133405572.1 MASRGVNKVILVGNLGRDPEVRYMPNGNAVANFTIATSETWKDQ.QGQQQERTEWHNIVMYRRLAEIAGEYLKKGAKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWN...QAPAQTNYNQGGYSD............. 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVANEMKMLGGRNENS......GGAP...........Y.EEGYGQSQEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVANEMKMLGGRNENS......GGAP...........Y.DEGYGQSQEAYQRPAQQSR 137
NTDB id 350888 E2H97 RS01995 WP 133405572.1 EGRLQTSKWQDQQTGQDRYKTEIVGNEMQMLDSRQGGS.MGGNQGGYGAQNQQAPAQQPQ.TSGYGAPQQ....QAQQSY 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGR.A..QQGGMPAQGG..MNVPAQ.QGSWGQPQQ....PAKQH. 148
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 .......NYAQNNNFNG..GNATRPQPAQ.......KPAAQAEPPMDNFDDDIPF 180
NTDB id 1103 NMB RS07590 WP 002212976.1 QPAS..............DAPSH...P.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAP..............DAPSH...P.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 350888 E2H97 RS01995 WP 133405572.1 QPQQPQQSYQSQQQAPAQQAPAQQAKPAQSAPQQP.AQQSYTPNLDDGWDDDIPF 207
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...................QPMQ.....QSAPQQY.SQPQYN.EPPMDFDDDIPF 177
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