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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 350862 E2O00 RS08120 WP 133366019.1 .MAGSLNKVMLIGNLGADPEIRSFQNGGKVANLRIATSENWKDRNTGERKEKTEWHTVAIFSEGLVGVVERFLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
consensus **!!!***!*!! !!**!****!**!*****!!!!*!*!***!***!*!!!! ****** ********!*!!* !!
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPAQQSR..QPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPAQQSR..QPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 350862 E2O00 RS08120 WP 133366019.1 IEGKLQTRKWQDQNGQDRYSTEVVIQGLGGVLTMLDGAQGGGQ...R..SGGWQSGGDQQSGGGDNWRQGGGGG...SPG 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPA..QGGMN.....VPAQQGSWGQPQQPAKQHQPM 151
consensus *!!****!!*!** !**!****** * ** !!**** *** * * ! ** ** **** * ***
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPA......QKPAAQAEPPMDNFDDDIPF 180
NTDB id 350862 E2O00 RS08120 WP 133366019.1 G..S...............GGGSNYDDLDDDIPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..QSAPQ......QYSQPQYNEPPMDFDDDIPF 177
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