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NTDB id 1111 NGFG RS09220 WP 003689814.1 ....MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLT......DDESRTFNLMKPDSCC 70
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPI......IDHEKLTLSKPASSC 74
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPI......IDHERLTLNKPASSC 74
NTDB id 35081 KKOR RS03560 WP 012800642.1 ...MIEILSTNLPVLAGLVFILGLLTGSFLNVVIHRLPLILNREWRTTATEILTEANCTVSCPKDGLPEKYNLMTPASAC 77
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGIT......PPEGKLTLSLPRSTC 70
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIE......PPKETLTLSVPRSSC 70
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NTDB id 1111 NGFG RS09220 WP 003689814.1 PKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADT 150
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDT 154
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDT 154
NTDB id 35081 KKOR RS03560 WP 012800642.1 PKCHHKITALENIPVFSWLVLRGKCSNCKAKISGRYPFVELLTAVTFMVCAITFGWSWSLAFALILTCFLVAGSYIDYDH 157
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDT 150
NTDB id 1403 DSB67 RS12675 WP 010643256.1 QQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDT 150
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NTDB id 1111 NGFG RS09220 WP 003689814.1 QYLPDSMTLPLIWLGLIFNLDGG........FVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWL 222
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 QLLPDRFTLPLAALGLGINTFNI........YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QLLPDRFTLPLAALGLGINTFNI........YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 35081 KKOR RS03560 WP 012800642.1 KILPDQLTLPLVWIGLVAALWLAPELAQTGFAKDLPSAVIGALAGYLSLWSIYWLFKLLTGKEGMGHGDFKLLAALGAFL 237
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLLPDQLTLPLLWGGIALALLGFS.......PVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
NTDB id 1403 DSB67 RS12675 WP 010643256.1 MLLPDQLTLPLMWTGIALALAGIS.......PVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
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NTDB id 1111 NGFG RS09220 WP 003689814.1 GISALPVLIFVSSLIGLVAAIVM....RVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 35081 KKOR RS03560 WP 012800642.1 GWQMLPLVILLSTVTGAVLGIVAMVVSKQGRDYKIPFGPFLAIAGWIALIWGETI...TNTYIQMLQP... 302
NTDB id 1170 A1552VC RS11080 WP 000418747.1 GWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
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