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NTDB id 350776 EQG49 RS04005 WP 207668563.1 MGGRNRGKGEKPKNIKKALTDLAVYCKPYLVPVILAVVTAALGSYFTIIGPDQLSKITDTITAGMMGKIDMAKVGRIGVF 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALT 70
consensus ********** * ! !* *!*!*!*! * !!!* * ! !*!!!! ! *!!!*! !* !!!!* !*! !**

logo LACLLYFGAGALLVSTYTVAQGSF IVMVASTLVI
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 LACLYGAGALLTYVQGFVMATVTQKVSKRLRKDISSKINRLPLRYFDGHPYGDTLSRVTNDVDTIGQAMNQSVGSLVSAI 160
NTDB id 370 SMU RS04260 WP 002263294.1 LALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAI 150
consensus !!*!! !!!!**! !** !* !! ! !!! ! !!!**!!*!!! !* !!!!!!!!!!!! * ! !!!* !*! !!
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 TLFVGSLVMMFKTNVEMTLTAILSTVIGFGLMMLIMAKSQKYFNNQQNGLGEVNGFVEEIYTGHNVVKVYNADKEMINKF 240
NTDB id 370 SMU RS04260 WP 002263294.1 ILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQF 230
consensus ! *!!* !! !!! * !!!!! !! ! *!!!!!!* ! !! !**! !*!!!*!*!!!!! !!! !
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 DDINDRLYDSVWKSQFLSGLMMPLMQFIGNFGYAAVCVVGAVLAIDGKISFGVIVAFMVYIRIFTQPLTQIAQAVTSLQS 320
NTDB id 370 SMU RS04260 WP 002263294.1 ENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQS 310
consensus * *!! !* !*!!!!! !!*!!!!!!!!!!!!! !!*!!! *!! ! !* ! !!!!! !*!!!!!!* !!!!**! !!!
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 AGAASERVFTFFAEKELEVETDQLKHIENATGTVEFDHVRFGYDENKIIINDFSAKAESGQKVAIVGPTGAGKTTMVNLL 400
NTDB id 370 SMU RS04260 WP 002263294.1 ANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLL 390
consensus ! !! !!! ! ! !*! ! * *!**! ! ! !!*! !!! * ! !!*!!!!*! !!!*!!!!!!!!!!!!*!!!!
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 MKFYETNSGTIKIDGVPLENLTREAVHEQFTMVLQDTWLFEGTVKENIIYNQKGITDEQVIAACEAAGVDHYIKTLPNGY 480
NTDB id 370 SMU RS04260 WP 002263294.1 MRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGY 470
consensus !*!!! ! ! !!!!*** *!! !!* ! !!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!* ! !!*!*!!!!! !!
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NTDB id 350776 EQG49 RS04005 WP 207668563.1 DSVIEA.DELSAGERQLLTIARALVKNAPMLILDEATSSVDTRTEELIQNAMDHLMSNRTSFVIAHRLSTIKNADLILVM 559
NTDB id 370 SMU RS04260 WP 002263294.1 DTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVM 550
consensus !*!** * !! ! *!!!!!!!!!*! !!*!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!*!!!!!!!!
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RDGDNI I EQSGNSHADDQLLMAEQKNGFYADLYNSQFETESEVAVA

NTDB id 350776 EQG49 RS04005 WP 207668563.1 NDGDIIESGNHADLLAQKGFYADLYNSQFESVA. 592
NTDB id 370 SMU RS04260 WP 002263294.1 RDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !! !!! ! ! !*! !!!!!!!!!!! *
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