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NTDB id 350756 EW139 RS02730 WP 013103226.1 MAQLLRNEVPEKLTWDLSTIFASDEQWETAFSEIQQDLKGLKQFEGHVGDSATTLQNALEADLKLERQLEKVYVYAHQIY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * ! ***!! !!!!*!!!!*! !!! * !!!! * !!* !!! ! ! ! * ! ! !!!*!!!!*
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D
PDDKKSLATERFKLEKQETPEGLGQLPYDTHLYFERTLLQANQKDPHTVLPSAQDEAQEEGLLAAG

NTDB id 350756 EW139 RS02730 WP 013103226.1 DQDTTNQTYAAFNTRVQGLWAEVSEATAYFQPEVLNIPDDSLTRFLK.TPELQPYTHLFETLQAQKPHTLPADQEGLLAG 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!!! ! ** * !* *!!! !!! !! * **! ! ! * ! ! *! ! !! ! !*!*! !* * ! !!!*
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NTDB id 350756 EW139 RS02730 WP 013103226.1 VSDILGASENTFGVLDNSDITFADVHTEDGEIVPLTNGLYSLLLESQSRDLRREAFETLYDSYIRLQNTFASTLSSHVKG 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !! ** !! !!!! !! !* !* !**!*!!*! * !*!! !!*!* !*! *! *! !*!*! !! *!!
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NTDB id 350756 EW139 RS02730 WP 013103226.1 HNFLAKVRHYDSAREAAILPHSLPTSVFDTLRQTVDENLPLLHRFVALRRKVLGVEDVHSYDLYVPLVDEVEFDVTYDRA 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEES 318
consensus !!* !!!!!! !!!*!!* ** *! !!*!*! *! *!!!!!!** !!*!!!!***** !!*! !! * *! *!!*
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NTDB id 350756 EW139 RS02730 WP 013103226.1 QEIVLAALAPLGQDYLEIVQKAFDERWIDVVENKGKRSGAYSSGTYDTNPFILLNWQNNLNNVYTLAHEMGHSVHSYMTR 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
consensus !!* ! *! !* !! !!!!!!**!!!!!!!!!! ! !!!!*!*!!!!! ! !**!! !! !!!*!! !!
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VLNHQYLDGFKGTVFRQTQFAEFEDHAWIHEAQDSAASGEQAI LTA
NTDB id 350756 EW139 RS02730 WP 013103226.1 HQQPYHYGDYPIFLAEIASTTNESLLTDYLLKTNDDSKFQAYVLNQYLDGFKGTVFRQTQFAEFEDWIHEQSAAGEALTA 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus * !!!*!!!!!!!!!!!!!!!!! *!!* !!! ! ! *!!*!!!!!!!!!!!!!!!!!!!* !!! ! ! !!!

logo DFKMNSAKLYYAADLNEQKRYYGNLPDKALEFDPDNEYE IAQFYEWETR IPHFYMYNYYVYQYATGEFAAASTTYLAEKR I IVHNGHTEDEDGAKEAYKLTYLKAGSSDY
NTDB id 350756 EW139 RS02730 WP 013103226.1 DKMSAYYAALNQRYYGPDLFPDEEIAYEWTRIPHFYYNYYVYQYATGEAAATTLAERIINH..DGAEAYKTYLKAGSSDY 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! ! !! !! *!! * * !! *!! !!!!!! !!!!!!!!!! !!!* !!!*!****** !!! !!!!!!!!!!



logo PLENVIKSKRAGVDMNTNQATDGYLDKAQAFKSVFEDSRLDVEQLEANLLVEIKGVHLS
NTDB id 350756 EW139 RS02730 WP 013103226.1 PLNVISRAGVDMNQAGYLKQAFSVFESRLDQLENLLIK..... 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !! *!!!!! * !! !! !!! !! !! !* !*****
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