
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGTAAVAGTFTSMLAVNRTQFTNAQANSGDEREADF INACVTIWRRKQSAENVFANFLTGKKGASLAVAGI

V
E
DGRLQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 350752 EW139 RS01690 WP 013103026.1 MINRVVLIGRLTRDVELRYTQSGTAVGTFSLAVNRQFTNQAGEREADFINAVIWRKSAENFANFTGKGALVAIEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!*!!!!*!**!!!! *!*!!*!!**!!!!*!!!* !*!!!!!!!*!*!!**!!!*!!!**!!*!****!!!!!!

logo NYENNQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRNSTEGTGSTDEGKQSGRQRAGDQSNGAGSTYNQSDENFGTSNHSGNQGSGGQFYFNSSGGSGQSDQNAFSGDVDNSGPFAGTGSANPSQQQNNSTGNQNRTAQRNPSAQTGATNSNEFTANQDA
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG..SGGYNEGNSGGGQYFGGGQN....DNPFGGNQ.NNQRRNQGNSFND 153
NTDB id 350752 EW139 RS01690 WP 013103026.1 NYENNQGQRVYVTEVVVDNFSLLESRSESDKRRAQNGTSDTSHNGGGFSSSSDNAFSGVDPFASASQNSNTQSTATNEAA 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQ......SGFTSPQ.QTGNAPAANNTQA 151
consensus !!!!*!!!!!*!!!!*******!!*** ** * * ***** ***** * ** ** *!** * *** *** **

logo

N
DPFAANDNSGKKQTAEP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 DPFANDG.KPIDISDDDLPF 172
NTDB id 350752 EW139 RS01690 WP 013103026.1 NPFAASGKTEIDISDDDLPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNG.QAIDISDDDLPF 170
consensus *!!!* ! !!!!!!!!!!
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