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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 350618 E2E30 RS15280 WP 133191206.1 MAGGSVNKVIIVGNLGRDPESKSFQNGGKVVNLRIATSETWKDKNTGERKEQTEWHSVAIFNEALGGVAERYLRKGSKVY 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYN.QGGYSDNYAQNNNFNGG 152
NTDB id 350618 E2E30 RS15280 WP 133191206.1 IEGALKTRKWQDASGNDKYSTEIVLQGFNGVLTMLDGAPGSGGGGGGGGQR...DDFGGNDDFGGGGGGGYGGGQRSGGG 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN...VPA.........QQGSWGQPQQPAKQ 147
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 350618 E2E30 RS15280 WP 133191206.1 G..ARGGAPA.GGGGQRGGFADDLDDDVPF 184
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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