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NTDB id 350533 E1B22 RS03400 WP 135224566.1 .MPPRTVFACQACGHLSPKWMGRCPECGAWNTFVEERAAAPAAPGGRRGRGGLAGALAGAREPAEPIALRDVGAGEPPRL 79
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR....RAAFSHS...VQTVQKPSPITSIETSEEPRV 73
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRT 70
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NTDB id 350533 E1B22 RS03400 WP 135224566.1 GTGMAELDRVLGGGFVPGSVVLVGGDPGVGKSTLLLQVSQNLASQGLPVLYVTGEESAAQVRLRAQRLGALAPSLLVLPT 159
NTDB id 125 BSU 00870 NP 387968.1 KTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSE 153
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 238 SPD RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 204 SPR RS00140 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 169 SP RS00155 WP 074017595.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAE 149
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NTDB id 350533 E1B22 RS03400 WP 135224566.1 TDALAAAEAIGRYQPALAVIDSIQTLAHPEVGSAPGSVSQVRESAALLLAVAKRLPVVLVLVGHVTRAGTIAGPRVVEHM 239
NTDB id 125 BSU 00870 NP 387968.1 TDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHM 233
NTDB id 279 KZH43 RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 238 SPD RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 204 SPR RS00140 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 169 SP RS00155 WP 074017595.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 509 SM12261 RS00130 WP 078228442.1 TNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHM 229
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NTDB id 350533 E1B22 RS03400 WP 135224566.1 VDAVLYFESPAHHAYRLLRAIKNRFGATHEIALFEMQDRGLAEVANPSARLLSERPRGAAGSAVVAAVEGTRPLLVEIQA 319
NTDB id 125 BSU 00870 NP 387968.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQA 313
NTDB id 279 KZH43 RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 238 SPD RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 204 SPR RS00140 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 169 SP RS00155 WP 074017595.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 509 SM12261 RS00130 WP 078228442.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQA 309
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NTDB id 350533 E1B22 RS03400 WP 135224566.1 LVAPAPYGQPRRVATGLDLGRAALVMAVLDKRAGLHLGGCDVYLKVAGGVRVDEPALDLGLAVALASSHRDRPADSEAVI 399
NTDB id 125 BSU 00870 NP 387968.1 LISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCF 393
NTDB id 279 KZH43 RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 238 SPD RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 204 SPR RS00140 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 169 SP RS00155 WP 074017595.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 509 SM12261 RS00130 WP 078228442.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECF 389
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NTDB id 350533 E1B22 RS03400 WP 135224566.1 FGELGLAGEVRSVQRVDERVREAQRLGFQRVILPRGNVTPALAAAAGGLELVPVGRVEEAIAAAVG. 465
NTDB id 125 BSU 00870 NP 387968.1 IGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK..PKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP..PMEIQVIGVTTIQEVLKKVFA. 453
consensus *!!*!!*!!*!*!*!***!**!!**!!!*****!******** ********!****!*******

X non conserved

X similar

X ≥ 50% conserved


