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QGFNRNLBVSEIIGQVWRA KIIGEFIQVTGRPITNVVMMGMGEPLLNLNV PAMEIMLDDF GLSKRRVTLSTSGVVPALDK
QGFNRNL VSEIIGQVWRASKIIGNFGVTG RPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLST GVVPALDpS
QGFNRNL VSEIIGQVWRASKIIGNFGVTG RPITNVVMMGMGEPLLN NNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDK
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N WITDVALAISLHAPWD RNEIMPINKKYNI|NNY B] VI YLEMSNANMG VT EYVMLDH NDGTEHAHQLAE[MLK TPCKI
IMTDVALAISLHAPNDELR EIMPINKKYNIKML DSVHKYLEVSNANHGKVTIEYVELDHVNDGTEHAHQLAEVLKNTPCKI
N IDVALAISLHAPNDELRNE pP NKKYNIKML DSVINKYLEVSNANHGKVTIEYVMLSHVNDMAYEHAHQLA VLKNTPHKI
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NLIPWNPFP{APYG SSNSRVDRFEKWLMEYGFTPIVRKTRGDDIDAACGQLAG V DRTKRT 4K RKENGEIYIAVEENY 418
NLIPWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRT EKRKFGEGIAVQNJl 393
NLIPWNPFPEAPY KSSN R DRFQKTLMEYGFTV@VRKTRGDDIDAACGQLAGDVIDRTKRTIJEKRKFGEGIAVQN 386
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