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MSKQIASETVVSETTASNTTASNTTM
VSEQTQVSTCEMAFSESEPQAI SQADMTADNSAAQSCSVNQVHKSAPTSKASTEKINLMLDNLTNRQEQMRDELFMASEMGEKPFRADQVLMKWIYH

NTDB id 35037 PCC21 RS15065 WP 014916209.1 MSKQIASETVVSETTASNTTASNTTVSEQTVSEFSPASADASQSVKASAEKINLLDLNRQQMRDLFMSMGEKPFRADQVMKWIYH 85
NTDB id 1457 ASU2 RS00455 WP 014990913.1 .........................MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYH 60
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ................................MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYH 53
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NTDB id 35037 PCC21 RS15065 WP 014916209.1 YCCDDFNQMTDINKVFRSKLQEIAEIRAPEVVDEQRSSDGTIKWAILVGGQRVETVYIPEEDRATLCVSSQVGCALECKFCSTAQ 170
NTDB id 1457 ASU2 RS00455 WP 014990913.1 FGEDNFDNMSNINKVLREKLKQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQ 145
NTDB id 1392 A4U84 RS02730 WP 010786053.1 FGEDNFDNMTNINKVLREKLKRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQ 138
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logo QGFNRNLRSTVSE I IGQVWRAASKI IGANFKGVTGI
Q
VRP ITNVVMMGMGEPLLNMLTNNVVIPAME IMLDDFGAFYGLSKRRVTLSTASGVVPALDI

K
NTDB id 35037 PCC21 RS15065 WP 014916209.1 QGFNRNLRVSEIIGQVWRAAKIIGAFKVTGQRPITNVVMMGMGEPLLNLTNVVPAMEIMLDDFGFGLSKRRVTLSTSGVVPALDK 255
NTDB id 1457 ASU2 RS00455 WP 014990913.1 QGFNRNLTVSEIIGQVWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDI 230
NTDB id 1392 A4U84 RS02730 WP 010786053.1 QGFNRNLSVSEIIGQVWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDK 223
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NTDB id 35037 PCC21 RS15065 WP 014916209.1 LGDMIDVALAISLHAPTDDIRNEIMPINKKYNIETFLSAVRRYLEKSNANQGRVTVEYVMLDHINDGTEHAHQLAECLKDTPCKI 340
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MREKIDVALAISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKI 315
NTDB id 1392 A4U84 RS02730 WP 010786053.1 MREQIDVALAISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKI 308
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logo NL IPWNPFPGEAPYAGRKSSNTSR I
VDRFSQKVTLMEYGFTTVTIVRKTRGDDIDAACGQLAGEDVVIDRTKRTFLMKEKKRMKAFGKEPGIAVKQANHQV

NTDB id 35037 PCC21 RS15065 WP 014916209.1 NLIPWNPFPGAPYGRSSNSRVDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGEVVDRTKRTLKKKMAGEPIAVKAV 418
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NLIPWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NLIPWNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
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