
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELMAQQEVEQAMLDTENPFLLEREGENEVWALDRTESADRFIGAVDQGTADAPSVNVAGLEQQLESESASAQTPVVEL

NTDB id 350303 HPF RS21815 WP 133157812.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLEMAQEVEQMLDENPFLERGEEVADRED.FGVQTADAPVVAGEQLEEAAQPVVEL 84
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADG...SVNALQ..SSSATP...L 77
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!* !!!!! ! !!! !!! ! ! * ! ****! ! ** ! !***!
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NTDB id 350303 HPF RS21815 WP 133157812.1 RSAEPDTRTTQADSADNSSDDVESRLDGAAPVEESWEGD..GTVEMAPDDSEWGGDAPARNSGSGGDDDDTATAADLARVPVSLQ 167
NTDB id 1425 RS RS02020 WP 011000369.1 PTESPPPAANGADHAD..............TAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRA...PMQLREAEPTQR 145
consensus ** !** !!*!!*************** ! !*! ** * *** !*! ! *!! * ! !! **** ! ***
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NTDB id 350303 HPF RS21815 WP 133157812.1 DQLHEQARCLRLSDEDSAALFFLIESLNDDGYLEDSLHELARACWRLTAGRPADEEPRFDEVEAIEQRLGMALQWLQQMEPTGVG 252
NTDB id 1425 RS RS02020 WP 011000369.1 EFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILAD.......LPAELEVEL.......DELQAALRMLQSFDPAGIG 216
consensus * !*!! !*!!* ! * * !!!!!! !*!!! !!*!* ******* !!* !* ******* ! !! !! *! !*!
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NTDB id 350303 HPF RS21815 WP 133157812.1 ARDLGECLRLQIMELRNTPAARAALAICEQPLELMAKRDIKRLCAATGHDDETVRAALALIARLEPKPGRRFVDVERNVVVPDVI 337
NTDB id 1425 RS RS02020 WP 011000369.1 ARSAAECLTLQLQRLD.SPAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVV 300
consensus !! *!!! !!* ! **!! * !! !* ! !!!*! !! !!* ! *!! **!!* !! ! ! !!* ! ! !!!!!*
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NTDB id 350303 HPF RS21815 WP 133157812.1 VTRAGRGFKVSLNAEVMPRLRVHDVYANALRGRREAGGEAGHAAMQQRLQEARWFIKNIQQRFDTILRVSSAIVERQRNFFMHGE 422
NTDB id 1425 RS RS02020 WP 011000369.1 VRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSR...GESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGE 382
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NTDB id 350303 HPF RS21815 WP 133157812.1 LAKRPLVLREIADELGLHESTISRVTTAKYMATPFGTYELKYFFGSSLGTETGGNASSTAVRALLKQFIASEEPTKPLSDNQLSD 507
NTDB id 1425 RS RS02020 WP 011000369.1 IAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAE 467
consensus *! !!!!!!!!!! !!!!!!!!!!!!! !!!!!! !!*!!!!!!!!** !!!!! !!!!!*!!!*!! ** !*! !!!! * *

logo LLGKEQGFI EVCVARRTVAKYREALKR IAPAPAVNLRKASL
NTDB id 350303 HPF RS21815 WP 133157812.1 LLKEQGIECARRTVAKYREALRIAPANLRKAL 539
NTDB id 1425 RS RS02020 WP 011000369.1 LLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !! !!! *!!!!!!!!!!!!*!** !!!! !
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