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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 350248 E0L18 RS00930 WP 016569994.1 ..MAGVNKVIIVGNLGQNPDYKVMTNGDPVTNISVATSEVWADKASGEKREVVEWHRITIYRRQADIAAQFLKKGSKVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus **!!!!**!*!!**!****!**!**! ****!!!!*!*!* *!***!**!!!********!**!***!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDKQNDSGI

Q
D
ERTYI

S
T
A
Y
T
D
E
V
I
L
Q
V
G
V
A
Q
D
N
GYNGI

K
V
E
I
L
M
V
K
Q

L
MLDGSGKRAQSNQESAGQNGSADGFGGNGMNSAQPAGPYDEQSEGW

G
M
N
Y
N
Q
A
VPAQTNQGYQNQSHQDEGGPSAW

Y
S
G
Q

Q
D
R
A
N
P
F
Q
Y
A
A
N
Q
C
P
Q
A
N
SRQPAKNP

S

N
Q
D
F
H
A
N
Q
P

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGG..APYEEGY......GQSQEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGG..APYDEGY......GQSQEAYQRPAQQSRQPAPDAP 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG...GMPAQGGMNVPAQ....QGSWGQPQQPA....KQHQ 149
NTDB id 350248 E0L18 RS00930 WP 016569994.1 EGRLKTRKWQDQSGQERYITEILAD....KIVLLDSKQSASAGNGSPP......PA..QQQHDPYGDAFNC......... 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQN....NNFN 150
consensus !!****!!*!** !**!* ****** * *!**** **** * * * ** * **** * **

logo

G
S
G
H
N
P
A
M
Q
Q
T
E
Q
R
A
S
P
Q
AAPAQPQRKYRPSQAQPAPVPQYAENAEPAPMPVDMENDFIDDNDIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 350248 E0L18 RS00930 WP 016569994.1 .........................DNIPF 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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