
logo MNKTLWKRQVFRHTALYATAI LMFSHTGGGGAGMQAQAQTQTQTHKYAI IVMNAEQRNLQLPEVKGWGNGNQYQSSTI
L
K
T
D
HKDSNREREKFVIHYNTKSDGFRGGLAGKKY

NTDB id 34990 NMO RS10875 WP 015815989.1 MNKTWKRQVFRHTALYTAILMFSHTGGGGGQAQAQTQTQTHKYAIVMNAQNLPEVKWGNQYQSLTHKSNEREVIHTSGFGLAKKY 85
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMA......QTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGG... 76
consensus !!!! !!!!!!!!!!! !!!!!!!!!!!!* !******!!!!!!!*!! ! *!!! !! ** *! !! !* ! ****

logo

G
I SFVFSFDNNTDETLVVASEQKQKRDGATAVVFGATATYLPPYGKVSGFDATDTGKLQTEKRKNNAVDQWIGHTTHQAPGLAVGYASYETDGSVI

TCRSSGNQSCPQTLVAVYERTKQFSTFDG
NTDB id 34990 NMO RS10875 WP 015815989.1 ISFSFNNTDEVVAEKKDAVVFGAATYLPPYGKVSGFDTTKLTERKNAVDQIGTTHPGLVGYSYEGSTCSSGSCPTVAYRTQFTFG 170
NTDB id 1090 CAA90909.1 1..3114( ) GSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLVYETKFSFD 161
consensus ! ! !!! *! * !!! !!!!!!!!!!!!!! ! ! !!!! !*!!**!! !! ! ! ! !! * ! ! !*!

logo
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N
I
S
G
SLAKKTNAGGGSLDI

R
H
Y
E
PDKPSRDENSP IYKLKDHPWLGVSFNLGGSENSSTFVKDPGKKRSFQGNKSL IVSSFSEDGNVNTNQQNTGIAVDSQHKGKNLVYSTTDTDR

NTDB id 34990 NMO RS10875 WP 015815989.1 NSSLAKKTNGGGLDIYEDKSRDNSPIYKLKDHPWLGVSFNLGGESSFKPKR.QGSLVSSFSEDVTQQNGADSQHKGKNLVYTTDD 254
NTDB id 1090 CAA90909.1 1..3114( ) GIGLAK..NAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIV...........STTR 233
consensus !!!**!*! !! **!*!!*!!!!!!!!!!!!!!!!!!!! ! * !* ** !*!!!!! *! ************!

logo
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Y
H
KS IQNSLNKSDNHWKQDREKHHTAMVAFYYLNAKLHLLDKKGHI ETDNIAQGVGKTVDLGTLKRPTR I

VEAPTEVARRWGKKQENLNLNFNFSWAGSTWKTI
YEDEKGLNI

V
S
TVKRLGI LPEQV

NTDB id 34990 NMO RS10875 WP 015815989.1 YKSQNNKNHQDKHHAVAFYLNAKLHLLDKKHITNIAQVGTVDLGTLKTRIEPTEAWKKQNNNFFSGSWTYEEKGLVSVKLILPQV 339
NTDB id 1090 CAA90909.1 1..3114( ) GHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRG..ELLNFWATWKIEDKGNITVRLGLPEV 316
consensus *! * !*!*!*!!!!!!!!!!!!*! !!! !!!!!!!**!*!*! ** ! **! !*!! **!*! !! !

logo KAGRCVNKANNPNPNAKKADLPSPALTAPALWFGAPGVKQDNGKAEMYSASVSTYPDSSSSR I FYLQNLKRKTDHPGSKPGRHSLAETLNTEKNSDI EKSKR
NTDB id 34990 NMO RS10875 WP 015815989.1 KAGRCVNKNNPNPNKKDLSPALTAPALWFGAGQNGKAEMYSASVSTYPDSSSSRIFLQNLKRKTDHSKPGRHSLATLNKSDIESK 424
NTDB id 1090 CAA90909.1 1..3114( ) KAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSR 401
consensus !!!!!!!! !!!!! ! *!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!! !! !! !*

logo EPNSFTGRQTI
V IRLDNGGVHRE IKLDKGRNENTEVEVGNFKNGNDNGNNADTFGIVKDLGVDEPDATNSEWKKVLLPWTVRAGFSANDDGNKQFKNATFNKEENNDN

NTDB id 34990 NMO RS10875 WP 015815989.1 EPSFTGRQTVIRLDGGVHEIKLKGNE..VEGFKGNNG.NATFGIVKDLGVDPDANEWKKVLLPWTVRASNDDGQFNTFNKEEN.N 505
NTDB id 1090 CAA90909.1 1..3114( ) EPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENND 486
consensus !! !!!!!!*!!! !!!*!!!! ! **! ! !! !*! !!!!!!!!!!*!! !!!!!!!!!!!!* !! ! !!!!!!*

logo

G
NKPKYSQKYRSRDNGNKGHERNLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQGSGNGDDKRNSYNSLKLSYIPGTMPRKDI EQNSKTDESTLAKDELV

NTDB id 34990 NMO RS10875 WP 015815989.1 GKPKYSQKYRSRDNGKHERNLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGDDRNYSLKLSYIPGTMPRKDIESKDSTLAKEL 590
NTDB id 1090 CAA90909.1 1..3114( ) NKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDV 571
consensus !!!!!!!!!!!!! !*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !! ! ! !!!!!!!!!!!!!!! *!!!!!**



logo RATFAEKGYVGDRYGVDGGFVLRKQVDENLWKNGQNRVFMFGAMGFGGRGAYALDLTKADGNSDPTAKAVSLFDVKDNNGNNGNNGNNRSVEKLGY
NTDB id 34990 NMO RS10875 WP 015815989.1 RAFAEKGYVGDRYGVDGGFVLRQVE.WKGQNRVFMFGAMGFGGRGAYALDLTKADGNDPTKASLFDVKNNGNNGNNGNNSVKLGY 674
NTDB id 1090 CAA90909.1 1..3114( ) RTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGN...NGNNRVELGY 653
consensus ! !!!!!!!!!!!!!!!!!!!! !** !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!! !!!***!!!! ! !!!

logo TVGTPQIGKTHYDNGKYAAFLASGYATKEQI IDTSGDENKTTALYVYDLEGNGTNNL IKKI EVPSGGKGGLSSPTLVDKDLDGTI
VDIAYAGD

NTDB id 34990 NMO RS10875 WP 015815989.1 TVGTPQIGKTYNGKYAAFLASGYATKQI.DSGENTTALYVYDLEGNGTNNLIKKIEVSGGKGGLSSPTLVDKDLDGTIDIAYAGD 758
NTDB id 1090 CAA90909.1 1..3114( ) TVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGD 738
consensus !!!!!!!!!!* !!!!!!!!!!!!!! !* !!*! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo RGGNSMYRFDLSGSQDPQSQWSTVRTI FEQGTKP ITSAPAI SQLKDKRVVI FGTGSDLSEEDVDNMEEQYIYGI FDDDTAATTGTVNFSTDGST
NTDB id 34990 NMO RS10875 WP 015815989.1 RGGSMYRFDLSGQDPSQWTVRTIFQGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTAATGTVNFTGT 843
NTDB id 1090 CAA90909.1 1..3114( ) RGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDS 823
consensus !!! !!!!!!! !!! !!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!* *

logo GGGLLEQHVLRTERDNDENKTLFLTDYKRSDGSGNSKGWVVKLKDGQRVTVKPTVVLRTAFVTIHRKYNTDGTDGGKCGAEQTAI LG INTADGGKL
NTDB id 34990 NMO RS10875 WP 015815989.1 GGGLLEQHLTE..ENKTLFLTDYKRSDGSGSKGWVVKLKDGQRVTVKPTVVLRTAFVTIRKYND.GGCGAQTAILGINTADGGKL 925
NTDB id 1090 CAA90909.1 1..3114( ) GGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKL 908
consensus !!!!!!!*! ***!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! * !!! !!!!!!!!!!!!!!

logo TKKSARP IVPEANTAVAQYSGHKKGTNGKS IP IGCMQKGSNE IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPADGK
NTDB id 34990 NMO RS10875 WP 015815989.1 TKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKGNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPDGK 1010
NTDB id 1090 CAA90909.1 1..3114( ) TKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGK 993
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

<0

logo RASGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI SWREVFYO
NTDB id 34990 NMO RS10875 WP 015815989.1 RAGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY. 1054
NTDB id 1090 CAA90909.1 1..3114( ) RSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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