
logo MKKMLRI LI L IPSLLTS ITFLTALFSALDFYATKQYEKLPDSEDEFKAGKYFNTQKLQSNCS IQI
VLDKFYYLINCYDYSNLKGSTKALVAYEKRVLKEVAEDNLKLGEQIKKRPRFE

NTDB id 349891 A0073 RS08255 WP 131937581.1 ...MRILILLTIFTLSLFAKYELDEEFKGYFNQLNCSIILDKFYYINCYDYNLKGSKALAYEVKAENLKLEQIKKRPRFE 77
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
consensus ******! !!**********!***!*!**!!****!!**!!!!!!*!!!!!*!!!*!!*!!*****!!!*!!!!!!!!!!
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VWNDKI EKRERKQLVASLKFLQGKSLDEVL
NTDB id 349891 A0073 RS08255 WP 131937581.1 EDFALAKKYRSRWEDYKNSSYSRGHIAPNASFSYSVASQKAVFLMSNITPQNFQINNKIWNDIEKRERKLALKFQKLDVL 157
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
consensus *!****!!!!**!*!!!!!*!*!!!***!!!*******!***!!!!!!!!!!*!!!***!!*!!!!!!**!*!***!*!!
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NTDB id 349891 A0073 RS08255 WP 131937581.1 NLILYNENPKRIKNHIAIPSFYIKIFKTKNYKECYKVPNHNIDDENIVAYKISCEAF 214
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
consensus !!**!**!!*!!*!*!!!!!*!*!!*!**!*!!!!*!!!!****!!** !!* !* *
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