
logo MKI F IHNLPTWLGDTVMASAPAI
LYGTIKEHKFKDEAEQF I FLFYGSFVASTAGLFKEFPNSKS I I ILEDNKKLKSRYKQAFLHSLRKQENLGHKQFIDLASFAS

NTDB id 349879 A0073 RS04300 WP 131936869.1 MKIFINLPTWLGDTVMASAAIYGIKEKFKEAEFIFFGSFVATGLFKEFPNSSIILEDKKKRYKQAFHLRQN.HQFDLAFS 79
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!!!!*!!!!!!!!!!!!*!*! !!!*!!*! !! *!!!! !*!!!!!!!! !!*! ! !!!!! *!! ** !! !

logo FRSAFLSASKI
L I LHKI ILKSTKKQKRFYCFFDNKKNI

K
L
YKDEESHQVLKYLNYF I EHNSTLNSFIKQAIHSFSKDLKLPFIKLTKFKQANPL IQLKRNSGKKI LAGLNPGA

NTDB id 349879 A0073 RS04300 WP 131936869.1 FRSALSAKLILKIIKSKKKFCFNKKILKDSHQVLKYLNFIEHTLNFQISSKDLKLPIKTKFKAPLQLKSGKKILALNPGA 159
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!! ! !*!!*!*!*! ***! ! !* !!!!!!! !!!**! * !!!!!! ! !! !! !* !!!!!*!!!!!

logo SFYGSAKRWDAEESYFAKVAGFLENFASKQSHDE I IL I FLGAGKAEEAQEI ILCANER IAYNQI LAKEQKQGNI
V
K
R
A
VKNLCNKTSTIKQTLACQNIAFLCSDI

LF ILTNDS
NTDB id 349879 A0073 RS04300 WP 131936869.1 SYGSAKRWDEEYFAKVGFEFAKSHEIIILGAGKEEAIICARIANILAQKGVRAKNLCNKTSIQTLAQNIALSDIFLTNDS 239
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus !*!!!!!!! !!!!!* ! !!*!*! !!!! ! *! ! *!! ** !!!!!!!*! !!*!!!! *!*!*!!!!

logo GAPMHI
L
G
SAAVLYKVKMTLVAVI FGPTKFTQTSPWQNSENAKI

L
I
VHLDNLACMPCMKQKRTC I

PLKHHKCMKDLKSPEKKMVI EKQALKENFLKL IKNSHL
NTDB id 349879 A0073 RS04300 WP 131936869.1 GAMHIGAALKVKMLVIFGPTKFTQTSPWQSENAKIIHLNLACMPCMKRTCILKHHKCMKDLSPKMVIEKLKEFKI.... 314
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !*!!* ! !!! * !!!!!!!!!!!!!! !!!!**!! !!!!!!! *!!*!!!!!!!!!! ! !!! ! ****

X non conserved
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