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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 349851 E0Z06 RS15240 WP 132586492.1 .MARGINKVILIGNLGTDPEVRYMPQGGAVANLTVATSESWTDKASNEKKEQTEWHRVVIYQRLAEIAGEYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS..GGAPY......................EEGYGQSQEA 128
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS..GGAPY......................DEGYGQSQEA 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFG...GNQGSGWN...........QAPAQTNYN..QGG 138
NTDB id 349851 E0Z06 RS15240 WP 132586492.1 EGKLKTRKWQDKDGVERYTTEIIANEL....QMLDGRGDNQQQGGMGGGQQGGFQKAAPQQQGGYQQAPQQGGFQPQSGG 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGR...AQQGGMPA.............QGGMNVPAQQGSWG..... 139
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NTDB id 1103 NMB RS07590 WP 002212976.1 YQRPAQQSR...QPASDAPS.HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 YQRPAQQSR...QPAPDAPS.HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQN.NNFN.GGNATRPQPA......QKPAAQAEPPMDNFDDDIPF 180
NTDB id 349851 E0Z06 RS15240 WP 132586492.1 YQQAAPQQQGGFQPQRPAAQPQ..QGYQQPAQPQRAPMEPPIDFDDDIPF 203
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ............QPQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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