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VGLLMEVLVAL ILLLAS IGVLGYTVALQLVRAMVDEASSTEAALQSKRSHQAI FLVLMKRGLAENS IRATNNSATGQARASQSYMPATFLVNRQS
NTDB id 349703 E0Z08 RS16830 WP 130235320.1 .....MKNYNQQGIGLMEVLVALLLLSIGVLGYTALQVRAVEASTEAAQRSHAIFVLKGLAESIRANNAGRASYMALVNQ 75
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRS 80
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NTDB id 349703 E0Z08 RS16830 WP 130235320.1 AIPN....TISTACINPTTAGCDATALARNDVQQAQANARNFGMRLRMENCPGTAGVAVADRRNCLFAGWGETDI..... 146
NTDB id 1067 ABD1 RS15745 WP 002194578.1 YSNYTSDTPAPTSCFN...SLCTASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTMV.QQRQCLFVFWGKTAPVITTN 156
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GTNTSQVDNTVSTQSCMSANANGVYVNVGNSNTCLMMEAVY
NTDB id 349703 E0Z08 RS16830 WP 130235320.1 ....SQNTTQCMSAAGVYVVGSNCLMMEVY 172
NTDB id 1067 ABD1 RS15745 WP 002194578.1 GTNTSVDVSSCMSNNGVYVNNSTCLMMEAY 186
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