
logo MSAP IQRAFDPLTAVP IASGTNL I EASAGTGKTYGIAALFTRL IVLEQKNSVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKE IA
NTDB id 34965 NMO RS03715 WP 015815404.1 MSAPIQAFDPLTVPIAGTNLIEASAGTGKTYGIAALFTRLIVLEQKNVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKEIA 85
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLESKEIA 85
consensus !!!!! !!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELGDDGATLSDGIAAYCAEHHEKGDTFLPALLEKQALQKEGSRTRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAFLCQAPFDVELTE
NTDB id 34965 NMO RS03715 WP 015815404.1 ELGDGALSDGIAAYCAEHHKGDTFLPALLKQALQKEGRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLCQAPFDVELTE 170
NTDB id 1132 OK783 RS01905 WP 010951035.1 ELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLCQAPFDVELTE 170
consensus !!!! !!!!!!!!!!!!! !!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDGDRLL IVPAQDFWRERVSGNDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDNAETSWQTVCRLLPELEAGF
NTDB id 34965 NMO RS03715 WP 015815404.1 EDGDRLLIPAQDFWRERVSNDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRNAETSWQTVCRLLPELEAGF 255
NTDB id 1132 OK783 RS01905 WP 010951035.1 EDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETSWQTVCRLLPELEAGF 255
consensus !!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo WR IHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCFLDKDTHDERLLKLASSDKLEAGLKKGKTPDAAVFAELQKLADFGRYDLNALEE
NTDB id 34965 NMO RS03715 WP 015815404.1 WRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPFLDKDTHDRLLKLASDKLEAGLKKGKTPDAAVFAELQKLADFGYDLNALEE 340
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAAVFAELQKLADFGRDLNALEE 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo AEEATTI
MIRLQLDL I EGYLNRSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLPARATVAENWE I

TAL IDEFQDTDPLQYE I FQKI F I
NTDB id 34965 NMO RS03715 WP 015815404.1 AEEATIIRLQLDLIGYLNRSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETLARTVAENWETALIDEFQDTDPLQYEIFQKIFI 425
NTDB id 1132 OK783 RS01905 WP 010951035.1 AEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAENWEIALIDEFQDTDPLQYEIFQKIFI 425
consensus !!! !*!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo AQRNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAAL IGS IGALFRLKERPFVLENIGYSEVGAARAESRLS
NTDB id 34965 NMO RS03715 WP 015815404.1 AQNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLS 510
NTDB id 1132 OK783 RS01905 WP 010951035.1 ARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLS 510
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PKRPAVQLVRWLHENDNEKANKDVLRRRAADYCADE IAHRALNEAASGGRLNFKDGCRPLQSGDIAVLVRTHNEAVMI
VSAALKKRQVQSV

NTDB id 34965 NMO RS03715 WP 015815404.1 PKRPAVQVRWLHENDNEKANKDVLRRRAADYCADEIAHALNEAAGGRLNFKGCPLQSGDIAVLVRTHNEAVMVSAALKKRQVQSV 595
NTDB id 1132 OK783 RS01905 WP 010951035.1 PKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSV 595
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!! *!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!



logo LLSRESVFASPEAAALSAL IGFWLEPRRAGTLRFVLTSGS I FGYDNAQQLHDFNQNESE I LHWAESARTALDI
NWNQKQYGI FAAMQQFS

NTDB id 34965 NMO RS03715 WP 015815404.1 LLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSSIFGYNAQQLHDFNQNESEILHWAESARTALDNWNQYGIFAAMQQFS 680
NTDB id 1132 OK783 RS01905 WP 010951035.1 LLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFS 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!!!

logo QTHGI ETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQI SLAGNNGGDNRAS IRLESDEDLVKIVTMHASKGLQYP
NTDB id 34965 NMO RS03715 WP 015815404.1 QTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQISLAGNNGGDNRSIRLESDEDLVKIVTMHASKGLQYP 765
NTDB id 1132 OK783 RS01905 WP 010951035.1 QTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYP 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo LVYCPFAWDAQDTGPSDWQI LHQGSANRATELLAKAQLSEDSEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL
NTDB id 34965 NMO RS03715 WP 015815404.1 LVYCPFAWDAQDTGPSDWQILHQSANRTELLAKAQLSEDEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL 850
NTDB id 1132 OK783 RS01905 WP 010951035.1 LVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL 850
consensus !!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I EGLPQDSRETVRRATYACEKDGIATMLKRNWQRRVADNAPASGTDNFSTFTEDAPPPAAVYCRGNADGQATAEFAANSDS IPEKRGFRF IVRHTSFTA
NTDB id 34965 NMO RS03715 WP 015815404.1 IEGLPQDSRETVRRAYACEKDGIAMLKRNWQRVADNAPSGTNFSFTEDAPPPAVYCGNAGQTAEFAASDIPKRGFRFIRHTSFTA 935
NTDB id 1132 OK783 RS01905 WP 010951035.1 IEGLPQDSRETVRRTYACEKDGITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTA 935
consensus !!!!!!!!!!!!!! !!!!!!!! !!!!!! !!!!!!! !! !*!!!!!!!!! !*!!! ! !!!!! !! !!!!!*!!!!!!!

logo LSRHQTQTPDGGEEDACPSLDAAETSVAPAMPSETPTASDGI S IHDNFPKGTQAGLCLHE I LEDFKFGQAAAEGQETL IADKLKKYGFE
NTDB id 34965 NMO RS03715 WP 015815404.1 LSRQTQTPDGGEEDACPSLDAAETSVAAMPSETPTASDGISIHNFPKGTQAGLCLHEILEDFKFGQAAAGQETLIADKLKKYGFE 1020
NTDB id 1132 OK783 RS01905 WP 010951035.1 LSRHTQTPDGGEEDACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFE 1020
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo E IWLPAVAEMAEACRKTPLTGAYCGLSDIPPEGCRCRPEMGFTLHTEDFGLKRLRDWFLARDDIRLPEVCRAAAETLDFHTVNGFLNGF
NTDB id 34965 NMO RS03715 WP 015815404.1 EIWLPAVAEMAEACRKTPLTGAYCLSDIPPECRCPEMGFTLHTEDFGLKRLRDWFARDDIRLPEVCRAAAETLDFHTVNGFLNGF 1105
NTDB id 1132 OK783 RS01905 WP 010951035.1 EIWLPAVAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGF 1105
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
IDMVCQDPDGNIC I

V IDYKSNHLGADASAYTQRQAMDEAVAHHQHYYLQAL IYAVAAAMRYFKLRGQPPAAVSVRYLFLRGFLDGKGGGV
NTDB id 34965 NMO RS03715 WP 015815404.1 ADMVCQDPDGNICVIDYKSNHLGADASAYTQQAMDEAVAHHHYYLQALIYAVAAMRYFKLRGQPPAAVSVRYLFLRGFDGKGGGV 1190
NTDB id 1132 OK783 RS01905 WP 010951035.1 IDMVCQDPDGNICIIDYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGV 1186
consensus !!!!!!!!!!!!*!!!!!!!!****!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!



logo WRWDIDAAALEQIK
NTDB id 34965 NMO RS03715 WP 015815404.1 WRWDIDAAALEQIK 1204
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRWDIDAAALEQIK 1200
consensus !!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


