logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

349514 EZV72 RS04780 WP 137166163.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

349514 EZV72 RS04780 WP 137166163.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GC0O85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

349514 EZV72 RS04780 WP 137166163.

1198 PSJM300 03950 AFN76868.1

consensus

O e Ll o
KleL

MAKNGGFSLF]
MAKNGGFSLF}
...... MDKN@PP
..... MAAKKTQV
..... MAVKK
......... M
...... MAQKE

I\TF RQLATM
ITIFTRQ ATM
ITIMTRQLATM
IT FTRQL TM
IT FTRQL TM

IT F RQLATM
IAIFTRQLATM
ITIFTRQLATM
IA FTRQ ATM

Iy FTRQ ATM
* [ * |k ok ok

L DRAT R o s

i LDRLA

N § RLATY EK EML
B |§ RLATY EK E@L
S LD LAMYKEK

S LD LAMYKEK

I
I
T
N
T

LD ATYKEKHENM
LDR AWYKEK ENJL
I

LDR AMYKEK EJL
BDRLATYKEKRERL
LDR ATYKEK EQL

PV|gA
MQMMP TIgA
IKTATVIZD

IKNSVIRT
* ok

Hokokokok D okokok | D kok %ok

>/\ VXIS LD

EKINGEA - SRKE

EG DRWGIWK I4GE

* * %

<_

| kokskskkkkkk % kkkk kk ok k Pskskskskkkkskk *x x| * %

FIN6FGA LPAFTQBIV
FIQ4F GAELPJF TQEV
ANBIGAELP AT QEyV
ANUIGAELPIQRT QEyV
FIQEFGA ' LP ABITIEAV
FISIFGA LPAFTQI®V
FANFGA LPAFTQREIV

FAMFGAELPAFTIR3V
FANFGAELPAF TI®sIV

Dok Dok Dl Dok | Dol skokokok ok Dok | Dskok |k

At§§K¢QSED

TR b0 Vgl Bkl okl Y, BW& E ol

N T A e

AVEILBRAATLP

Ikokksk * k%

145
148
149
151
151
148
150
150
144
147

225
228
229
231
231
228
230
230
224
227



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
349514 EZV72 RS04780 WP 137166163.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
349514 EZV72 RS04780 WP 137166163.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
349514 EZV72 RS04780 WP 137166163.1
1198 PSJM300 03950 AFN76868.1

consensus

5 ol WRes LATE Aot T e

PI G LBKAMIA FSRTLAT F AG P
BPI G

PIRGDI IRFAAGVPLVDELDSTAGAEGN
PIIRGDI IRFAAGVPLVDELDSTAGAAGN
P GEILEKAAIARF RTL lTFAAG PLV ALKSMAGA
PI GD MKAMIAR SRTLATTFAAGVPL DALESTAGA
PIHGD MKANIAR SRTLATTFAAGVPL DAL STAGA
P G ILMKARIARF RTL TTF AGVPL QALDSAAGA
P GDILMK B ARF RTL TTFAAGVPLVDALDSWAGA
% >k %k >k >k %k %k k %k %k %k % % * * ok %k *kokockokok | okok | okok | ! Dok | ek ko | okookoskokokok | okok ok * [

HEal e Lok et ol o

QMVWIGEESGE
QMVMIGEESG
QME] IGEESG LD MLIYKEAIXFYEINEVDNAV{EWT, Py
QM IGEESG LD MLIYKEIAIRXEFYEINEVDNAV{eIL FA
QMVAIGEESGAL FIMLEKVAWFYEREV NAVD
QMVAIGEESGALD MLKVAW YEREVDRAVD
. QMVAIGEESGALDEMLIKVAW YENEVDNAVD
BRINTIY FPPMVIJQMVAIGEESGA D MLEKVAWYEIEVD [iVD

BRT(CMNEPRIMEY QMPWATGEESGALD MLNKVARNFYEWMEVDNEIVD
sk bk L) * 11 x| P sk ks |

e I N

LAE

Vol U sy,

406
407
408
410
410
406
c. 408
VGGLV AMYLPIF c. 408
GGL VAMYLPIF C. 402
AMYLPIF c. 405

X non conserved
B similar
>50% conserved

304
308
309
311
311
308
310
310
304
307

384
387
388
390
390
387
389
389
383
386



